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Part 1b: Taxonomy Proposal Submission 
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Part 3: TAXONOMIC PROPOSAL


	Taxonomic changes proposed: 

	Establish new taxon
	x
	Split taxon
	

	Abolish taxon
	
	Merge taxon
	

	Move taxon
	
	Promote taxon
	

	Rename taxon
	
	Demote taxon
	

	Move and rename
	




	Etymology (origin) of proposed taxonomic names: 

	Taxon name 
	Etymology of the term

	“Deltasatellite cucurbitacearum”
	From the host family, Cucurbitaceae.

	“Deltasatellite ipomoeaquarti”
	From the host, Ipomoea batatas, and quarti, derived from the Latin quartus (“fourth”), referring to the fourth deltasatellite species in a group whose members are linked either by their association with I. batatas or by phylogenetic relatedness to other species within the group.




	Permission for use of names derived from a living person:   

	Taxon name
	Full name of person from whom the name is derived
	Attached 

	
	
	

	
	
	

	
	
	

	
	
	




	Abstract of Taxonomy Proposal: 


	
Description of current taxonomy: 
Tolecusatellitidae -> Deltasatellite

Proposed taxonomic change(s): 
Establishment of 2 new species to classify new deltasatellites that have been recently identified: “Deltasatellite cucurbitacearum” and “Deltasatellite ipomoeaquarti”.

Demarcation criteria for new taxon/taxa: 
91% genome-wide pairwise nucleotide sequence identity [1].

Justification: 
Members of the 2 proposed new species share <91% genome-wide pairwise identity with sequences of members of currently established Deltasatellite species.
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Description of current taxonomy: 
Tolecusatellitidae -> Deltasatellite       

Proposed taxonomic changes: 
Establish 2 new species in the genus Deltasatellite.     

Demarcation criteria for new taxon/taxa: 
91% genome-wide pairwise nucleotide sequence identity [1].

Justification: 
The 2 deltasatellites summarized in Table 1 can be classified into new species that share <91% genome-wide pairwise identity with all classified deltasatellites. This is supported by maximum likelihood phylogenetic analysis.

We provide a brief description of each proposed new species below:

“Deltasatellite cucurbitacearum” [Yang, Lin, Tsai, Navas-Castillo, Fiallo-Olivé and Chen, manuscript in preparation]   
· A novel deltasatellite was detected in cucurbit plants collected in Hualien, Taiwan, in August 2021, in association with squash leaf curl Philippines virus (SLCuPV) and/or lisianthus enation leaf curl virus (LELCV). Four isolates were obtained from watermelon (Citrullus lanatus), sponge gourd (Luffa aegyptiaca), wax gourd (Benincasa hispida) and chayote (Sechium edule). 
· Full-length deltasatellite genomes were amplified by PCR, cloned and sequenced by Sanger sequencing. 
· Pairwise nucleotide sequence identities, calculated using SDT v1.2 as described in [2], ranged from 99.7–100% among the four isolates. Their highest nucleotide sequence identity with a known deltasatellite, sweet potato leaf curl deltasatellite 1 (SPLCD1), was 73.5–78.1% (Fig. 1), well below the 91% species demarcation threshold for the genus Deltasatellite [1]. Phylogenetic analysis also showed that the four isolates were distinct from known deltasatellites (Fig. 2). 
· Infectious clone experiments showed that lisianthus enation leaf curl virus (LELCV) and tomato yellow leaf curl Thailand virus (TYLCTHV) can support systemic infection of the deltasatellite in Nicotiana benthamiana and tomato. 
· This SG selected isolate CY (GenBank accession no. PQ618556), obtained from Sechium edule, as the exemplar for the proposed species. 
· The name cucurbit leaf curl deltasatellite (CLCD) has been proposed for this deltasatellite and this SG proposes to classify it in a new species with the name “Deltasatellite cucurbitacearum” (Table 1).

“Deltasatellite ipomoeaquarti” [3]
· Symptomatic sweetpotato (Ipomoea batatas) leaf samples collected from eight major sweet potato-producing regions of Burkina Faso were analyzed. 
· Total DNA was extracted and satellite DNA was enriched by rolling circle amplification (RCA), and RCA products were sequenced using the Oxford Nanopore MinION platform. 
· Fifty complete and two partial deltasatellite genome sequences were obtained in association with sweet potato leaf curl virus (SPLCV). The deltasatellites were detected in all 53 samples, successfully providing RCA-amplified products. The proposed species is based on 49 complete genome sequences. This SG selected isolate Leo_BFA445 (GenBank accession no. PV947677) as the exemplar for the proposed species.
· The 49 complete genome sequences assigned to the proposed species showed the characteristic genomic organization of deltasatellites, including the conserved nonanucleotide motif 5′-TAATATTAC-3′ located at the apex of a predicted stem-loop structure. 
· Pairwise nucleotide sequence identities among the 49 Burkina Faso isolates, calculated  using SDT v1.2 as described in [2], ranged from 93.4% to 100%, whereas they shared the highest nucleotide sequence identity (85.8–90.2%) with the sweet potato leaf curl deltasatellite 3 sequences (Fig. 1), below the 91% species demarcation threshold for the genus Deltasatellite [1]. Phylogenetic analysis showed that the isolates formed a distinct, well-supported clade (Fig. 2). 
· This SG proposes the name sweet potato leaf curl deltasatellite 4 (SPLCD4) for this deltasatellite, reported as “sweet potato leaf curl deltasatellite” in [2] and its classification in a new species with the name “Deltasatellite ipomoeaquarti” (Table 1).



	References:   

	[1] Briddon RW, Navas-Castillo J, Fiallo-Olivé E, 2016. ICTV taxonomic Proposal 2016.021a-kP.A.v2.Tolecusatellitidae. Create the Tolecusatellitidae, a new family of single-stranded DNA satellites with two genera. Available online at: http://www.ictv.global/proposals-16/2016.021a-kP.A.v2.Tolecusatellitidae.pdf (accessed September 1, 2026).
[2] Muhire BM, Varsani A, Martin DP. 2014. SDT: a virus classification tool based on pairwise sequence alignment and identity calculation. PLoS One 26:e108277. 
[3] Name PE, Tibiri EB, Tiendrébéogo F, Sawadogo S, Djigma F, Traoré L, Eni AO, Pita, J. S. 2026. Unraveling the intra-species genomic diversity of sweetpotato-infecting CRESS-DNA and RNA viruses in Burkina Faso using Oxford Nanopore sequencing. Front Microbiol 17:1722370.





	Accompanying files: 


	Filename
	Description of contents

	
	

	
	






	Tables, Figures:  




[bookmark: _Hlk239652672]Table 1. Summary of the 2 new species in the genus Deltasatellite and their members.

	Species name
	Accession no.
	Deltasatellite name
	Isolate name
	Country
	Host/source
	Ref

	“Deltasatellite cucurbitacearum” 
	PQ618556
	cucurbit leaf curl deltasatellite
	CY
	Taiwan
	Sechium edule
	

	“Deltasatellite ipomoeaquarti”
	PV947677
	sweet potato leaf curl deltasatellite 4
	Leo_BFA445
	Burkina Faso
	Ipomoea batatas
	                  [3]
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Figure 1. Genome-wide pairwise identity matrix of representative members of all Deltasatellite species together with those of the two new species (in red). The pairwise identity matrix was generated using SDT v1.2 [2].
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Figure 2. Maximum likelihood phylogenetic tree (model HKY+G+I) of representative genomes of all Deltasatellite species together with those of the two new species (in red). 
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JN819490 - SiGYD2 56,9 57,9 62,9 60,3 59,4 59,0 57,3 60,7 72,9 75,6 100,0
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