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	Abstract of Taxonomy Proposal: 
 

	
Description of current taxonomy:       

The family Alphasatellitidae is divided into three subfamilies: Geminialphasatellitinae, Nanoalphasatellitinae, and Petromoalphasatellitinae. 

Proposed taxonomic change(s):     
Establish seven new species in the genus Colecusatellite and two in Gosmusatellite, both genera being in the subfamily Geminialphasatellitinae

Demarcation criteria for new taxon/taxa:
The species demarcation threshold for members of Geminialphasatellitinae is 88%. Thus, genome sequences that share <88% pairwise identity with any classified member of Geminialphasatellitinae represent a new species if they have an intact Rep open reading frame and the species classification is phylogenetically supported [1]. 

Justification:
Over the last year or so a few new alphasatellites have been identified that cannot be assigned to currently established species in the Geminialphasatellitinae, in the genera Colecusatellite and Gosmusatellite. 




	Text of Taxonomy proposal:  

 

	
Description of current taxonomy:       
The family Alphasatellitidae is divided into three subfamilies: Geminialphasatellitinae, Nanoalphasatellitinae, and Petromoalphasatellitinae. 

Proposed taxonomic change(s):     
Establish seven new species in the genus Colecusatellite and two in Gosmusatellite, both genera being in the subfamily Geminialphasatellitinae).

Demarcation criteria for new taxon/taxa:
The species demarcation threshold for members of Geminialphasatellitinae is 88%. Thus, genome sequences that share <88% pairwise identity with any classified member of Geminialphasatellitinae represent a new species if they have an intact Rep open reading frame and the species classification is phylogenetically supported [1]. 

Justification:      
Over the last year a number of new alphasatellites have been identified that cannot be assigned to currently established species in the Geminialphasatellitinae, in the genera Colecusatellite and Gosmusatellite.

The genome sequences of the seven new colecusatellites and two new gosmusatellites represent nine new species, as they share <88% genome-wide pairwise identity with all classified members of Geminialphasatellitinae as determined using Sequence Demarcation Tool (SDT) v1.2 [2] (Figure 1). The classification of these into nine new species is supported by maximum likelihood phylogenetic tree inferred using PHYML [3] from the aligned genomes using MAFFT [4] with GTR+G4 chosen as the best fit determined using jModelTest [5] (Figure 2).
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Table 1: Summary of the members of the new species in the genera Colecusatellite and Gosmusatellite.

	Accession
	Species
	Virus
	Isolate
	Country
	host
	Reference

	PX648381
	“Colecusatellite amaranthi”
	Ageratum yellow vein alphasatellite
	AYVA-6-Bugel
	Indonesia
	Amaranthus spinosus
	[6]

	PP210055
	“Colecusatellite caricae”
	tomato leaf curl alphasatellite PNr18-2023
	PNr18-2023
	India
	Carica papaya
	[7]

	PX893797
	“Colecusatellite capsicumjorhatense”
	tomato leaf curl alphasatellite IN:AS:JRH:Chi:25_S4
	ToLCA:IN:AS:JRH:Chi:25_S4
	India
	Capsicum sp.
	[8]

	MZ057254
	“Colecusatellite pongamiae”
	Ageratum conyzoides symptomless alphasatellite
	AV39
	Pakistan
	Pongamia pinnata 
	[9]

	PQ587366
	“Colecusatellite solanumkrishnagiriense”
	cotton leaf curl Multan alphasatellite
	KGI-01
	India
	Solanum lycopersicum
	[10]

	PX893707
	“Colecusatellite solanummaduraiense”
	chilli leaf curl India alphasatellite
	TMD
	India
	Solanum lycopersicum
	[11]

	PZ168566
	“Colecusatellite codonopsis”
	tobacco curly shoot alphasatellite
	24YN1374
	China
	Codonopsis pilosula (Franch.) Nannf.
	[12]

	MW615597
	“Gosmusatellite capsici”
	chilli leaf curl Pakistan alphasatellite
	m54073_190913_
041431_58917631_ccs
	Pakistan
	Capsicum annuum 
	[13]

	PP856047
	“Gosmusatellite glycinis”
	bhendi yellow vein mosaic virus-associated alphasatellite
	Jabalpur AlphaJ7
	India:
	Glycine max; cultivar: NRC-165
	[14]
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Figure 1: Genome-wide pairwise identity matrix of representative members of Geminialphasatellitinae together with those of the nine new species. The pairwise identity matrix was generated using SDT v1.2 [2]. 
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Figure 2: Maximum likelihood phylogenetic tree of representative genomes of Geminialphasatellitinae together with those of the nine new species. The phylogenetic tree is rooted with representative sequence of Petromoalphasatellitinae.
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