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Part 1b: Taxonomy Proposal Submission 
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Part 3: TAXONOMIC PROPOSAL


	Taxonomic changes proposed: 

	Establish new taxon
	x
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	Etymology (origin) of proposed taxonomic names:

	Taxon name 
	Etymology of the term

	“Mastrevirus irapuatoense”

	Epithet is the latinized location (Irapuato. Mexico) name – irapuatoense 

	“Mastrevirus glycinis”

	Plant host genus (Glycine) + genitive suffix (-e → -is)

	
	

	
	




	Permission for use of names derived from a living person:   

	Taxon name
	Full name of person from whom the name is derived
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	Abstract of Taxonomy Proposal: 
 

	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cressdnaviricota; Repensiviricetes; Geplafuvirales; Geminiviridae; Mastrevirus     

Proposed taxonomic change(s):     
Establish two new species in the genus Mastrevirus

Demarcation criteria for new taxon/taxa:
New species in the genus Mastrevirus are based on a 78% pairwise identity threshold coupled with phylogenetic support. 

Justification:
In the last year two new genomes of mastreviruses have been identified that do not fall within the currently established species based on the species demarcation criteria of 78% [1]. These two mastrevirus genomes represent two new species. 




	Text of Taxonomy proposal:  



	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cressdnaviricota; Repensiviricetes; Geplafuvirales; Geminiviridae; Mastrevirus  

Proposed taxonomic change(s):     
There are currently 55 established species in the genus Mastrevirus. We provide support for establishing two new species to classify two recently identified mastreviruses.

Demarcation criteria for new taxon/taxa:
78% genome-wide pairwise identity threshold coupled with phylogenetic support [1]. Thus, genomes sequences that share <78% pairwise identity to any classified mastrevirus genomes represent a new species. 

Justification:      
The genome sequences of the two new mastreviruses represent two new species since they share <78% genome-wide pairwise identity with all classified mastreviruses as determined using Sequence Demarcation Tool (SDT) v1.2 [2] (Figure 1). The classification of these into two new species is supported by maximum likelihood phylogenetic tree inferred using PHYML [3] from the aligned genomes using MAFFT [4] with GTR+I+G4 chosen as the best fit determined using jModelTest [5] (Figure 2).
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	Tables, Figures:  




Table 1: Members of the two new species in the genus Mastrevirus. 

	Species name 
	Accession no.
	Virus name
	Isolate name
	Country
	Host/source
	Ref

	“Mastrevirus glycinis”
	MH428830
	soybean geminivirus B
	Kong
	Korea
	Glycine max
	[6]

	“Mastrevirus irapuatoense”
	MZ852895
	North American maize-associated mastrevirus
	P2E2S76
	Mexico
	Zea mays
	[7]
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Figure 1: Genome-wide pairwise identity matrix of representative members of the genus Mastrevirus together with those of the two new species inferred using SDT v1.2 [2].
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Figure 2: Maximum likelihood phylogenetic tree of representative genomes from each Mastrevirus species together with those that are members of the two new species. The phylogenetic tree is rooted with capulavirus genome sequences.
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