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The International Committee on Taxonomy of Viruses
Taxonomy Proposal Form, 2026 


Part 1a: Details of taxonomy proposals

	Title:   
	Rename families Avsunviroidae and Pospiviroidae to “Avsunviroididae” and “Pospiviroididae”

	Code assigned: 
	



	Author(s), affiliation and email address(es):  

	Given name (+middle initial(s))
	Surname
	Affiliation 
	Email address
	Corr. author(s)  

	Ares M
	Casas
	Department of Biological Sciences, San José State University, San Jose, USA
	ares.casas@sjsu.edu
	X

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	

	
	
	
	
	




Part 1b: Taxonomy Proposal Submission < 
	ICTV Subcommittee: 

	Animal DNA Viruses and Retroviruses
	
	Bacterial viruses
	

	Animal minus-strand and dsRNA viruses
	
	Fungal and protist viruses
	

	Animal positive-strand RNA viruses
	
	Plant viruses
	X

	Archaeal viruses
	
	General 
	



	List the ICTV Study Group(s) that have seen or have been involved in creating this proposal: 

	



	Optional – complete only if formally voted on by an ICTV Study Group: 

	Study Group
	Number of members

	
	Votes in support
	Votes against
	No vote

	
	
	
	

	
	
	
	











	Submission date:
	  25/08/2026




Part 1c: Feedback from ICTV Executive Committee (EC) meeting 
	Executive Committee Meeting Decision code:
	X

	A – Accept
	

	Ac – Accept subject to revision by relevant subcommittee chair. No further vote required
	

	U – Accept without revision but with re-evaluation and email vote by the EC
	

	Uc – Accept subject to revision and re-evaluation and email vote by the EC
	

	Ud – Deferred to the next EC meeting, with an invitation to revise based on EC comments
	

	J - Reject
	

	W - Withdrawn
	



	Comments from the Avsunviroidae and Pospiviroidae Study Group:

	According to the proposer, the rationale for changing the current family names Pospiviroidae and Avsunviroidae to Pospiviroididae and Avsunviroididae, while retaining the current kingdom name, is that this would "realign the family naming pattern with that of viruses, satellite nucleic acids, and viriforms (-vir/satellit/viriform + idae) (e.g. Avsunviroididae, Caulimoviridae, Alphasatellitidae, Polydnaviriformidae) and remove potential confusion between viroid family taxa and kingdom taxa, as viroid kingdom names and current family names both end in -viroidae."
The Working Group agrees that the current nomenclature creates a conflict because both viroid kingdom and family names share the same suffix, -viroidae. However, the proposed solution would not eliminate the potential for confusion. Family names such as Pospiviroidae and Avsunviroidae have been widely used in the scientific literature since the establishment of the first viroid classification scheme in 1998 and are deeply embedded in the viroid taxonomy framework. If the proposal were adopted, these historical names would become kingdom names, while newly introduced names (Pospiviroididae and Avsunviroididae) would designate families. Consequently, the same terms (Pospiviroidae and Avsunviroidae) would refer to different taxonomic ranks depending on the date of publication, thereby creating substantial ambiguity in both the historical and future literature.
The Study Group considers that a more appropriate solution would be the opposite approach: retaining the current family names and instead adopting a new suffix for viroid kingdom names. This option would preserve nomenclatural continuity for the family taxa, which have long been established and extensively used by the scientific community, while eliminating the current duplication of suffixes between kingdom and family ranks.
Importantly, no viroid kingdom has yet been created in the viroid classification scheme and there is no literature referring to kingdom of viroids. Therefore, introducing new kingdom names is unlikely to generate significant confusion. In contrast, changing well-established family names would directly affect a large body of existing literature and taxonomic practice, including databases, diagnostic resources and regulatory and educational materials.

This approach is consistent with several principles of the ICTV Code, particularly Articles 3.8 and 3.12:
Article 3.8
Existing names of taxa shall be retained whenever feasible.
Comment:
A stable nomenclature is one of the principal aims of taxonomy; therefore, a change to an accepted name should only be considered if the name conflicts with the rules or if a change is necessary to remove ambiguities or confusion.

Article 3.12
New names shall not duplicate approved names, either current or historical. New names shall be chosen such that they are not closely similar to names that are in use currently or have been in use in the recent past.

In the view of the Study Group, renaming the families would conflict with the spirit of these provisions because historically established family names would effectively be reassigned to a different taxonomic rank, while new names would be introduced for the family level. Such a change would not preserve nomenclatural stability and could complicate the interpretation of both historical and contemporary taxonomic literature.
The Study Group previously expressed similar concerns regarding an earlier proposal addressing this issue. To resolve the genuine problem posed by the use of identical suffixes for kingdom and family names, the Study Group developed an alternative solution based on maintaining the current family names and establishing a distinct nomenclatural framework for viroid kingdoms that addresses the underlying problem while preserving nomenclatural stability and minimizing confusion for the scientific community.





Part 1d: Revised Taxonomy Proposal Submission 
	Response of proposer: 

	







	Revision date:
	



Enter date of the revised version (DD/MM/YYYY). 



Part 3: TAXONOMIC PROPOSAL


	Taxonomic changes proposed: 

	Establish new taxon
	
	Split taxon
	

	Abolish taxon
	
	Merge taxon
	

	Move taxon
	
	Promote taxon
	

	Rename taxon
	X
	Demote taxon
	

	Move and rename
	




	Etymology (origin) of proposed taxonomic names: 

	Taxon name 
	Etymology of the term

	“Avsunviroididae”
	Derivative of Avsunviroidae, modified by the reworking of viroid endings from -viroidae to “-viroididae”… “-viroididae” for congruence with -viridae, -satellitidae, -viriformidae.

	“Pospiviroididae”
	Derivative of Pospiviroidae, modified by the reworking of viroid endings from -viroidae to “-viroididae”… “-viroididae” for congruence with -viridae, -satellitidae, -viriformidae.

	
	

	
	






	Abstract of Taxonomy Proposal: 

	
Description of current taxonomy
Under current International Committee on Taxonomy of Viruses (ICTV) code, viroid families end in -viroidae. The only two established viroid families are Avsunviroidae and Pospiviroidae. However, it is being proposed to modify viroid family ending -viroidae to “-viroididae”.


Proposed taxonomic change(s)
To rename families Avsunviroidae and Pospiviroidae to “Avsunviroididae” and “Pospiviroididae” to align with the code shift towards viroid family ending “-viroididae”.
   

Demarcation criteria for new taxon/taxa
Families “Avsunviroididae” and “Pospiviroididae” will not have different demarcation criteria from families Avsunviroidae and Pospiviroidae.


Justification
In order to adhere to the change in viroid family naming code, families Avsunviroidae and Pospiviroidae must have their suffixes modified to “-viroididae” and become “Avsunviroididae” and “Pospiviroididae”, respectively.







	Text of Taxonomy proposal:  


	
Description of current taxonomy       
Viroids are covalently-closed circular RNAs categorized by the International Committee on Taxonomy of Viruses (ICTV) as mobile genetic elements split into two families—Avsunviroidae and Pospiviroidae. These genetic entities are divided into the two families depending on whether they rely directly on plastids or nuclei for genome replication [1]. Currently, the taxonomic ending for viroid families is -viroidae [2], but a proposal to the ICTV seeks to modify this to “-viroididae”.

Proposed taxonomic change(s)
Given the code shift from viroid family ending -viroidae to “-viroididae”, it is proposed here to rename families Avsunviroidae and Pospiviroidae accordingly. The new family names would be “Avsunviroididae” and “Pospiviroididae”, respectively.

Demarcation criteria for new taxon/taxa
  As this proposal only aims to rename families, there will be no new demarcation criteria from what was originally associated with families Avsunviroidae and Pospiviroidae.

Justification
 With the viroid family suffix being modified from -viroidae to “-viroididae”, it is necessary to rename the existing viroid families aptly. This change will realign the family naming pattern with that of viruses, satellite nucleic acids, and viriforms (-vir/satellit/viriform + idae) (e.g. Avsunviroididae, Caulimoviridae, Alphasatellitidae, Polydnaviriformidae) and remove potential confusion between viroid family taxa and kingdom taxa (viroid kingdom ending -viroidae is identical to current family ending -viroidae).
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