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The International Committee on Taxonomy of Viruses
Taxonomy Proposal Form, 2026 


Part 1a: Details of taxonomy proposals

	Title:   
	Establish a new species in the genus Alphapolyomavirus

	Code assigned: 
	2026.008D.N.v1.Alphapolyomavirus_1ns



	Author(s), affiliation and email address(es):  

	Given name (+middle initial(s))
	Surname
	Affiliation 
	Email address 
	Corr. author(s)  


	Elise N. 
	Paietta
	The Biodesign Center for Fundamental and Applied Microbiomics, Center for Evolution and Medicine and School of Life Sciences, Arizona State University, Tempe, AZ 85287, USA
	epaietta@asu.edu
	

	Arvind
	Varsani
	The Biodesign Center for Fundamental and Applied Microbiomics, Center for Evolution and Medicine and School of Life Sciences, Arizona State University, Tempe, AZ 85287, USA
	arvind.varsani@asu.edu
	x



Part 1b: Taxonomy Proposal Submission 
	ICTV Subcommittee: 

	Animal DNA Viruses and Retroviruses
	X
	Bacterial viruses
	

	Animal minus-strand and dsRNA viruses
	
	Fungal and protist viruses
	

	Animal positive-strand RNA viruses
	
	Plant viruses
	

	Archaeal viruses
	
	General -
	



	List the ICTV Study Group(s) that have seen or have been involved in creating this proposal: 

	



	Optional – complete only if formally voted on by an ICTV Study Group: 

	Study Group
	Number of members

	
	Votes in support
	Votes against
	No vote

	Polyomaviridae Study Group
	
	
	

	
	
	
	










	Submission date:
	 14/08/2026






Part 1c: Feedback from ICTV Executive Committee (EC) meeting 
	Executive Committee Meeting Decision code:
	X

	A – Accept
	

	Ac – Accept subject to revision by relevant subcommittee chair. No further vote required
	

	U – Accept without revision but with re-evaluation and email vote by the EC
	

	Uc – Accept subject to revision and re-evaluation and email vote by the EC
	

	Ud – Deferred to the next EC meeting, with an invitation to revise based on EC comments
	

	J - Reject
	

	W - Withdrawn
	



	Comments from the Executive Committee:

	





Part 1d: Revised Taxonomy Proposal Submission 
	Response of proposer: 

	





	Revision date:
	







Part 3: TAXONOMIC PROPOSAL
https://ictv.global/taxonomy/templates

	Taxonomic changes proposed: 

	Establish new taxon
	X
	Split taxon
	

	Abolish taxon
	
	Merge taxon
	

	Move taxon
	
	Promote taxon
	

	Rename taxon
	
	Demote taxon
	

	Move and rename
	




	Etymology (origin) of proposed taxonomic names: 

	Taxon name 
	Etymology of the term

	Alphapolyomavirus avahia
	The virus was identified in a woolly lemur (Avahi sp.) and thus we have latinized Avahi to avahia for the species epithet.

	
	

	
	

	
	




	Permission for use of names derived from a living person:        

	Taxon name
	Full name of person from whom the name is derived
	Attached 

	
	
	

	
	
	

	
	
	

	
	
	




	Abstract of Taxonomy Proposal: 

	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cossaviricota; Papovaviricetes; Sepolyvirales; Polyomaviridae; Alphapolyomavirus

Proposed taxonomic change(s):     
We propose to add one new species to the Polyomaviridae family in particular to the Alphapolyomavirus genus to classify a divergent polyomavirus identified in a woolly lemur in Madagascar.  We propose the name Alphapolyomavirus avahia.

Demarcation criteria for new taxon/taxa:
The polyomavirus (PyV) species demarcation threshold is 85% pairwise identity of the large T-antigen nucleotide sequence with that of the most closely related PyV species coupled with host specificity and tissue tropism. 

Justification: Avahi PyV 1 shows sufficient sequence diversity to be classified as a species, it additionally was identified in a unique host species (Avahi sp.) in a unique geographic region (Madagascar). 

As Avahi PyV 1 sequences share the highest LTag nucleotide identity, 67.5%, with that of Rhinolophus simulator polyomavirus 3 from horseshoe bats (LC269980), Avahi PyV 1 represents a novel PyV species. This  is also supported by the phylogenetic analysis of the large T-antigen amino acid sequences. 







	Text of Taxonomy proposal:  

	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cossaviricota; Papovaviricetes; Sepolyvirales; Polyomaviridae; Alphapolyomavirus

Proposed taxonomic change(s):     
We propose to add one new species to the Polyomaviridae family/Alphapolyomavirus genus given our identification of a divergent polyomavirus in a woolly lemur in Madagascar (Paietta et al., 2026), Avahi polyomavirus 1, to be classified as Alphapolyomavirus avahia. 

Demarcation criteria for new taxon/taxa:
The polyomavirus (PyV) species demarcation threshold is 85% large T-antigen nucleotide identity with that of the most closely related PyV species coupled with host specificity and tissue tropism (Moens et al., 2017). 

Justification:      
Avahi PyV 1 sequences were identified in oral swab samples from woolly lemurs in Madagascar. These viruses are thus from a unique geographic region with polyomavirus divergence likely the result of long-term geographic isolation of lemurs and rodents on the island of Madagascar. 

As Avahi PyV 1 sequences share the highest LTag nucleotide identity, 67.5%, with Rhinolophus simulator polyomavirus 3 from horseshoe bats (LC269980), Avahi PyV 1 represents a novel PyV species (Figure 1).

Avahi PyV 1 sequences share 67% identity with 79% genome coverage based on Blastn analysis with genome-wide sequence similarity with Bornean orangutan polyomavirus (FN356900). Avahi PyV 1 LTag sequences display a phylogenetic relationship with a clade of primate PyVs including members of Alphapolyomavirus apaniscus from spider monkeys, Alphapolyomavirus octihominis [i.e. Trichodysplasia spinulosa-associated polyomavirus (TSPyV)] from humans and Alphapolyomavirus ponpygmaeus from orangutans (Figure 2).

As the woolly lemur is an Avahi sp., we suggest the name Alphapolyomavirus avahia. 
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	Accompanying files: 

	Filename
	Description of contents

	
	

	Tables, Figures:  



Figure 1: Large T antigen (LTag) nucleotide similarity of polyomaviruses identified in this study and related sequences computed with SDT v1.2 (Muhire et al. 2019)
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Figure 2. (A) Genome organization and protein sequence comparison of Avahi polyomavirus 1. (B) Maximum likelihood phylogenetic tree of large T-antigen amino acid sequences of representative viruses from established Alphapolyomavirus species and Avahi polyomavirus 1. 
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AB972944 Alphapolyomavirus ptevampyrus 68.20 75.70 100.00

AB972940 Alphapolyomavirus acelebensis 68.30 74.80 87.10 100.00
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KR065724 Alphapolyomavirus ranorvegicus 59.90 58.70 59.60 59.60 58.30 58.30 58.10 59.50 58.60 89.80 100.00

MG654476 Alphapolyomavirus aflavicollis 59.00 57.20 59.80 58.30 58.40 58.40 57.10 59.10 59.50 78.50 78.10 100.00

MG70135 Alphapolyomavirus secumastomysis 59.40 60.40 60.10 59.10 60.30 60.30 58.90 58.40 58.40 66.30 66.30 66.70 100.00

JX036360 Alphapolyomavirus mauratus 60.40 61.50 60.60 59.70 59.20 59.20 58.20 59.40 58.90 66.20 66.00 65.20 78.00 100.00
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MK443498 Alphapolyomavirus tubelangeri

JX159983 Alphapolyomavirus septipanos

JX159982 Alphapolyomavirus sextipanos

HQ696595 Alphapolyomavirus nonihominis

JX159986 Alphapolyomavirus macacae

AB767297 Alphapolyomavirus tertichlopygerythrus

AB767294 Alphapolyomavirus pacynocephalus

LC269980 Rhinolophus simulator polyomavirus 3 (horseshoe bat)
PX705255 Avahi polyomavirus 1 (woolly lemur)

PX705251 Avahi polyomavirus 1 (woolly lemur)

JX159987 Alphapolyomavirus apaniscus (red-faced spider monkey)
GU989205 Alphapolyomavirus octihominis (TSPyV; human)
FN356900 Alphapolyomavirus ponpygmaeus (orangutan)
AB972945 Alphapolyomavirus dobsoniae (bare-backed fruit bat)
AB972944 Alphapolyomavirus ptevampyrus (large flying fox)
AB972940 Alphapolyomavirus acelebensis (Sulawesi flying fox)
MF401583 Alphapolyomavirus sominutus

MF374999 Alphapolyomavirus socoronatus

MF374997 Alphapolyomavirus saraneus

MN417229 Alphapolyomavirus tertimastomysis

AF442959 Alphapolyomavirus muris

MG701350 Alphapolyomavirus secumastomysis (natal multimammate mouse)
JX036360 Alphapolyomavirus mauratus (Syrian hamster)
MG654476 Alphapolyomavirus aflavicollis (yellow-necked mouse)
KRQ075943 Alphapolyomavirus ranorvegicus (brown rat)
JX159980 Alphapolyomavirus quartipanos

JX159981 Alphapolyomavirus quintipanos

FN356901 Alphapolyomavirus ponabelii

KR065722 Alphapolyomavirus suis

KY404016 Alphapolyomavirus quardecihominis

JQ178241 Alphapolyomavirus procyonis

HQ385746 Alphapolyomavirus secupanos

HMO011556 Alphapolyomavirus quintihominis

HQ385752 Alphapolyomavirus gorillae

HQ385748 Alphapolyomavirus tertipanos

JX520660 Alphapolyomavirus eidoli

JX520659 Alphapolyomavirus cardiodermae

JX520664 Alphapolyomavirus omartiensseni

JQ958889 Alphapolyomavirus carolliae

JQ958887 Betapolyomavirus arplanirostris

JX520658 Alphapolyomavirus secomartiensseni

JQ958893 Alphapolyomavirus molossi

LC185216 Alphapolyomavirus secumischreibersii

LC185213 Alphapolyomavirus mischreibersii

JQ958888 Alphapolyomavirus sturnirae

JQ958886 Alphapolyomavirus secarplanirostris

MG654482 Alphapolyomavirus philantombae

MG721015 Alphapolyomavirus tuglis

IMK671087 Alphapolyomavirus callosciuri

KF954417 Alphapolyomavirus terdecihominis
FR692334 Alphapolyomavirus panos
AB767298 Alphapolyomavirus chlopygerythrus
KX509984 Alphapolyomavirus pibadius
JX159984 Alphapolyomavirus pirufomitratus
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