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	Cyclovirus musarana
	shrew in Spanish

	Cyclovirus tenaz
	derived from Tenia and Arizona (AZ)

	Cyclovirus pueng
	honey bee in Thai (phueng)

	
	

	
	




	Permission for use of names derived from a living person:        

	Taxon name
	Full name of person from whom the name is derived
	Attached 

	
	
	

	
	
	

	
	
	

	
	
	






	Abstract of Taxonomy Proposal: 

	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cressdnaviricota; Arfiviricetes; Cirlivirales; Circoviridae
Family Circoviridae comprises two genera, Circovirus and Cyclovirus, which include 70 and 90 established species, respectively. 

Proposed taxonomic change(s):     
Classify new circovirids into 29 new species in the genus Circovirus, and 31 in the genus Cyclovirus.

Demarcation criteria for new taxon/taxa:
Viruses in the family Circoviridae are classified into genera based on the phylogeny of the replication associated protein. Within the two genera, circovirids are classified into species based on their genome-wide pairwise identities with established members of genera, with a species demarcation threshold of 80% identity coupled with phylogenetic support [1, 2].

Justification:
Over the last couple of years, a number of new circovirid genomes have been identified from various sample types from diverse hosts. Many of these cannot be assigned to currently established species. Based on replication-associated protein phylogeny coupled with pairwise identity analysis, we propose classifying 29 viruses into new species in the genus Circovirus and 31 in the genus Cyclovirus. 




	Text of Taxonomy proposal:  


	
Description of current taxonomy:       
Floreoviria; Shotokuvirae; Cressdnaviricota; Arfiviricetes; Cirlivirales; Circoviridae
Family Circoviridae comprises two genera, Circovirus and Cyclovirus, which include 70 and 90 established species, respectively. 

Proposed taxonomic change(s):     
Classify new circovirids into 29 new species in the genus Circovirus and 31 in the genus Cyclovirus.

Demarcation criteria for new taxon/taxa:
Viruses in the family Circoviridae are classified into genera based on the phylogeny of the replication associated protein. Within the two genera, circovirids are classified into species based on their genome-wide pairwise identities with established members of genera, with a species demarcation threshold of 80% identity coupled with phylogenetic support [1, 2].

Justification:      
Over the last couple of years, a number of new circovirid genomes have been identified from diverse sample types from various hosts. Many of these cannot be assigned to currently established species. Based on replication-associated protein phylogeny coupled with pairwise identity analysis, we propose classifying 29 viruses into new species in the genus Circovirus, and 31 in the genus Cyclovirus. The genomes of these 60 circovirids that represent 60 new species all share <80% genome-wide pairwise identity as determined using Sequence Demarcation Tool (SDT) v1.2 [3] (Figure 1). 

The species epithets have been derived from names of the host in local languages coupled with numbers being spelt out in that language. 

The classification of the new species is supported by maximum likelihood phylogenetic trees (with TIM+F+I+G4 and TIM2+F+I+G4 substitution models for Circovirus and Cyclovirus members, respectively) inferred using IQTree 2 [4] from genomes aligned with MAFFT v7 [5] (Figure 2 and 3). 
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	Tables, Figures:  




Table 1: Details of the representative members of the new species. 
	Species
	Accession
	Virus name
	Isolate
	Sampling date
	Location
	Host source
	Reference

	“Circovirus andira”
	OR434196
	Circovirus sp. ViroVet DR9i
	ViroVet DR9i
	2019
	Brazil
	Desmodus rotundus
	-

	“Circovirus lince”
	OR714537
	Iberian lynx associated circovirus 1
	SPA/2023/Iberian lynx/296.29
	2023
	Spain
	Lynx pardinus
	[6]

	“Circovirus dormouse”
	PP259108
	Hazel dormouse circovirus
	2016-17
	Mar-2016/Mar-2017
	United Kingdom
	
Muscardinus avellanarius
	-

	“Circovirus netopir”
	PP410064
	Barbastella barbastellus feces associated circovirus 2
	MAVG5
	Aug-2022
	Spain
	Barbastella barbastellus
	[7]

	“Circovirus denever”
	PP410067
	Eptesicus serotinus feces associated circovirus
	MAVG35
	2022
	Spain
	Eptesicus serotinus
	[7]

	“Circovirus minxazhinga”
	PP626432
	Spata circovirus
	CC02_KD
	31-Oct-2021
	USA: Arizona
	Spatula clypeata
	[8]

	“Circovirus khuffash”
	PP711955
	Rousettus bat circovirus
	13A/Uganda/URA8SL/2018
	2018
	Uganda
	Rousettus aegyptiacus
	[9]

	“Circovirus panya”
	PP711969
	Gerbilliscus rat circovirus
	5A/Kenya/RNALIV2048/2016
	2016
	Kenya
	Gerbilliscus vicinus
	[9]

	“Circovirus arvicanthis”
	PP711970
	Arvicanthis rat circovirus
	6A/Kenya/RNAKID1997/2016
	2016
	Kenya
	Arvicanthis niloticus
	[9]

	“Circovirus bingboe”
	PP744710
	Circovirus sp. 262_34939
	262_34939
	2016
	China
	Myotis adversus
	[10]

	“Circovirus rhinolophi”
	PP744716
	Circovirus sp. 338_574993
	338_574993
	2021
	China
	Rhinolophus macrotis
	[10]

	“Circovirus netopier”
	PP751788
	Myotis daubentonii feces-associated circovirus 1
	MAVG51
	Aug-2022
	Spain
	Myotis daubentonii
	[7]

	“Circovirus cat”
	PP795594
	Cat associated circovirus 1
	11
	2015
	Portugal
	Felis catus
	[11]

	“Circovirus egel”
	PQ261159
	Hedgehog associated circovirus
	GB01
	Jul-2021
	Belgium
	Erinaceus europaeus
	[12]

	“Circovirus chujing”
	PQ678078
	Wufeng shrew circovirus 1
	HHMIX-YNSP119
	2021
	China: Yunnan
	Anourosorex squamipes
	[13]

	“Circovirus dofen”
	PV388451
	Shofin circovirus
	USW10_Orca1_1855_FG
	22-Sep-2015
	Saint Vincent and the Grenadines
	Globicephala macrorhynchus
	[14]

	“Circovirus skaana”
	PV388454
	Orcin circovirus
	USW4_Orca3_1791_FG
	26-Aug-2015
	Saint Vincent and the Grenadines
	Orcinus orca
	[14]

	“Circovirus gans”
	PV793852
	Circovirus sp.
	CircoviridaeGoosefe86
	Jan-24
	China
	Anser sp.
	-

	“Circovirus bagoly”
	PV972686
	Long-eared owl-associated circovirus 1
	le-owlCV1-Hun1
	2023
	Hungary
	Asio otus
	[15]

	“Circovirus barnowl”
	PV972688
	Barn owl-associated circovirus 1
	barn-owlCV1-Hun2
	2024
	Hungary
	Tyto alba
	[15]

	“Circovirus turbot”
	PV976730
	Turbot circovirus
	TCV-KJ1
	Mar-2025
	South Korea: Jeju
	Scophthalmus maximus
	[16]

	“Circovirus fushe”
	PX310168
	Snake circovirus
	GsCV1
	Jan-2023
	China
	Gloydius strauchi
	[17]

	“Circovirus tsitsidy”
	PX705252
	Circovirus sp. MNB22_048_18166
	MNB22_048_18166
	26-Oct-2022
	Madagascar: Manombo Special Reserve
	Microcebus sp.
	[18]

	“Circovirus voalavo”
	PX705265
	Circovirus sp. MNB23_267_4974
	MNB23_267_4974
	18-Jul-2023
	Madagascar: Manombo Special Reserve
	Eliurus webbi
	[18]

	“Circovirus canauhtli”
	PX705359
	Ameon circovirus
	CBAZ_Bird_26_1702
	13-Dec-2023
	USA: Arizona, Cibola
	Mareca americana
	[8]

	“Circovirus mida”
	PX705360
	Amwig circovirus
	CBAZ_Bird_26_1708
	13-Dec-2023
	USA: Arizona, Cibola
	Mareca americana
	[8]

	“Circovirus nena”
	PX705364
	Grewin circovirus
	CO_Bird_88_1714
	23-Sep-2023
	USA: Colorado, Saguache
	Anas carolinensis
	[8]

	“Circovirus akak”
	PX705367
	Maruta circovirus
	NM_Bird_32_1722
	29-Jan-2024
	USA: New Mexico, Bosque del Apache
	Anas acuta
	[8]

	“Circovirus kawonu”
	PX705369
	Nortail circovirus
	NM_Bird_81_1705
	29-Jan-2024
	USA: New Mexico, Bosque del Apache
	Anas acuta
	[8]

	“Cyclovirus shrew”
	AB937982
	Cyclovirus ZM36a
	ZM36a
	May-2012
	Zambia
	Crocidura hirta
	[19]

	“Cyclovirus fledermaus”
	PP410066
	Myotis capaccinii feces associated cyclovirus 2
	MAVG32
	Jun-2022
	Spain: Murcia
	Myotis capaccinii
	[7]

	“Cyclovirus fladdermus”
	PP410084
	Myotis mistacinus feces associated cyclovirus 2
	MAVG11
	Aug-2022
	Spain
	Myotis mystacinus
	[7]

	“Cyclovirus chamgadar”
	PP711956
	Miniopterus bat circovirus
	14A/Kenya/BAT2999/2015
	2015
	Kenya
	Miniopterus sp. clade 1 TD-2020
	[9]

	“Cyclovirus ilulwane”
	PP711966
	Miniopterus bat circovirus
	3A/Kenya/BAT2988/2015
	2015
	Kenya
	Miniopterus sp. clade 1 TD-2020
	[9]

	“Cyclovirus fidmeer”
	PP711973
	Miniopterus bat circovirus
	8A/Kenya/BAT2997/2015
	2015
	Kenya
	Miniopterus sp. clade 1 TD-2020
	[9]

	“Cyclovirus adan”
	PP711975
	Coleura bat circovirus
	9A/Kenya/BAT260/2015
	2015
	Kenya
	Coleura afra
	[9]

	“Cyclovirus bienghok”
	PP744717
	Cyclovirus sp. 075_128373
	075_128373
	2017
	China
	Rhinolophus pusillus
	[10]

	“Cyclovirus bianfuyi”
	PP744721
	Cyclovirus sp. 125_14387
	125_14387
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfuer”
	PP744722
	Cyclovirus sp. 125_51826
	125_51826
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfusan”
	PP744725
	Cyclovirus sp. 128_31572
	128_31572
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfusi”
	PP744728
	Cyclovirus sp. 130_22078
	130_22078
	2017
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfuwu”
	PP744730
	Cyclovirus sp. 131_46647
	131_46647
	2017
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfuliu”
	PP744731
	Cyclovirus sp. 131_46650
	131_46650
	2017
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfuchi”
	PP744732
	Cyclovirus sp. 133_7747
	133_7747
	2018
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfuba”
	PP744737
	Cyclovirus sp. 138_38119
	138_38119
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfujiu”
	PP744740
	Cyclovirus sp. 141_47117
	141_47117
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfushi”
	PP744741
	Cyclovirus sp. 142_93272
	142_93272
	2017
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus bianfushiyi”
	PP744745
	Cyclovirus sp. 150_24791
	150_24791
	2016
	China
	Tylonycteris fulvida
	[10]

	“Cyclovirus pianghogyi”
	PP744746
	Cyclovirus sp. 153_17811
	153_17811
	2016
	China
	Pipistrellus abramus
	[10]

	“Cyclovirus pianghoger”
	PP744747
	Cyclovirus sp. 155_1893
	155_1893
	2017
	China
	Pipistrellus abramus
	[10]

	“Cyclovirus pianghogsan”
	PP744749
	Cyclovirus sp. 172_2272
	172_2272
	2017
	China
	Scotophilus kuhlii
	[10]

	“Cyclovirus pianghogsi”
	PP744750
	Cyclovirus sp. 172_5685
	172_5685
	2017
	China
	Scotophilus kuhlii
	[10]

	“Cyclovirus pianghogwu”
	PP744754
	Cyclovirus sp. 235_32704
	235_32704
	2017
	China
	Tylonycteris tonkinensis
	[10]

	“Cyclovirus pianghogliu”
	PP744755
	Cyclovirus sp. 235_399
	235_399
	2017
	China
	Tylonycteris tonkinensis
	[10]

	“Cyclovirus pianghogchi”
	PP744757
	Cyclovirus sp. 238_12407
	238_12407
	2016
	China
	Tylonycteris tonkinensis
	[10]

	“Cyclovirus pianghogba”
	PP744758
	Cyclovirus sp. 240_207682
	240_207682
	2016
	China
	Tylonycteris tonkinensis
	[10]

	“Cyclovirus pianghogjiu”
	PP744760
	Cyclovirus sp. 257_13925
	257_13925
	2017
	China
	Myotis siligorensis
	[10]

	“Cyclovirus musarana”
	PQ576920
	Crocidura russula feces associated cyclovirus
	MAVG5
	Jun-2022
	Spain: Valencia
	Crocidura russula
	[20]

	“Cyclovirus tenaz”
	PV339924
	Tenaz virus
	AZBC88_Tworm_1572
	31-Jan-2024
	USA: Arizona
	Tenia sp.
	[21]

	“Cyclovirus pueng”
	PX628457
	Apis cerana associated cyclovirus 1
	Ac1
	10-Dec-2024
	Thailand: San Pa Tong, Chiang Mai
	Apis cerana
	-
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Figure 1: Raincloud plots showing the distribution of the pairwise identities of the representative members of each species determined using SDT v1.2 [3].
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Figure 2: Maximum likelihood phylogenetic tree of representative species members of the genus Circovirus and the new proposed species (pink font). 
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Figure 3: Maximum likelihood phylogenetic tree of representative species members of the genus Cyclovirus and the new proposed species (pink font). 
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