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Part 3: TAXONOMIC PROPOSAL
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	Etymology (origin) of proposed taxonomic names: 

	Taxon name 
	Etymology of the term

	Mastrevirus cenchri
	Genus + plant host (Genitive form -us -> -i) - Cenchrus echinatus

	Mastrevirus croci
	Genus + plant host (Genitive form -us -> -i) - Crocus sativus

	Mastrevirus mexicoense
	Genus + latinized country of sampling -  Mexico

	Mastrevirus purpurei
	Genus + plant host (Genitive form -us -> -i) - Cenchrus purpureus

	Mastrevirus tripterygii
	Genus + plant host (Genitive form -ium -> -ii) - Tripterygium wilfordii
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	Abstract of Taxonomy Proposal: 

	
Taxonomic rank(s) affected:       
Species

Description of current taxonomy:       
Monodnaviria; Shotokuvirae; Cressdnaviricota; Repensiviricetes; Geplafuvirales; Geminiviridae; Mastrevirus     

New species in the genus Mastrevirus are determined based on a 78% pairwise identity threshold coupled with phylogenetic support. 

Proposed taxonomic change(s):     
Create five new species in the genus Mastrevirus

Justification: 
In the last year, eight genomes of mastreviruses have been identified that cannot be classified at the species level within the current taxonomy framework. These can be classified into five new species sharing <78% pairwise identity with all classified mastreviruses.




	Text of Taxonomy proposal:  

	Taxonomic rank(s) affected:       
Species

Description of current taxonomy:       
Monodnaviria; Shotokuvirae; Cressdnaviricota; Repensiviricetes; Geplafuvirales; Geminiviridae; Mastrevirus     
There are currently 50 established species in the genus Mastrevirus.


Proposed taxonomic change(s):     
We propose to create five new species in the genus Mastrevirus to classify eight new genomes of mastreviruses that have been identified in the last year.


Demarcation criteria:
78% genome-wide pairwise identity threshold coupled with phylogenetic support [1].

Justification:      
The genome sequences of the mastreviruses summarized in Table 1 can be classified into five new species that share <78% genome-wide pairwise identity as determined using Sequence Demarcation Tool (SDT) v1.2 [2] with all classified mastreviruses (Figure 1). The classification of these into five new species is supported by maximum likelihood phylogenetic inferred using PHYML [3] from the aligned genomes using MAFFT [4] with GTR+I+G4 chosen as the best fit determined using jModelTest [5] (Figure 2).
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Table 1:  Summary of the members of the five new species.
	Species name 
	Accession no.
	Virus name
	Isolate name
	Country
	Host/source
	Ref

	“Mastrevirus cenchri”
	PQ434710
	Cenchrus echinatus associated virus
	21_REU_E0117_CEAV
	Reunion
	Cenchrus echinatus
	[6]

	
	PQ434734
	Cenchrus echinatus associated virus
	22_REU_E0101_CEAV 
	Reunion
	Cenchrus echinatus
	[6]

	“Mastrevirus croci”
	PQ392009
	Mastrevirus sp. croci
	CSAV_A9PstI
	Iran
	Crocus sativus
	[7]

	
	PP848143
	Saffron dwarf virus
	IR
	Iran
	Crocus sativus
	[8]

	
	PQ740909
	Saffron dwarf virus
	IR:Teh:Saf6:22
	Iran
	Crocus sativus
	[9]

	“Mastrevirus mexicoense”
	MN203180
	Mastrevirus sp. UHMV-1.PC-W 
	UHMV-1.PC-W
	Mexico
	Unknown (weeds)
	[10]

	“Mastrevirus purpurei”
	PQ434729
	Cenchrus purpureus mild streak virus
	21_REU_E0816_CPMSV
	Reunion
	Cenchrus purpureus
	[6]

	“Mastrevirus tripterygii"
	MT159331
	Tripterygium mastrevirus A
	Won
	China
	Tripterygium wilfordii
	-


[image: Immagine che contiene schermata, linea, Policromia, modello

Il contenuto generato dall'IA potrebbe non essere corretto.]Figure 1: Genome-wide pairwise identity matrix of genomes from each mastrevirus species together with those that are members of the five new species inferred using SDT v1.2 [2]. Representative sequences from the proposed new species (n=5) are marked with “*”.
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Il contenuto generato dall'IA potrebbe non essere corretto.]Figure 2:  Maximum likelihood phylogenetic tree of representative genomes from each mastrevirus species together with those that are members of the five new species. The phylogenetic tree is rooted genome sequences of capulaviruses. Representative sequences from the proposed new species (n=5) are marked with “*”.
2 | Page

image3.png
100

0.2

61 EU244915 Mastrevirus eragrostis
M82918 Mastrevirus saccharofficinari
AF072672 Mastrevirus saccharumbourbonense
KX787914 Mastrevirus saccharumpallidi
AF037752 Mastrevirus saccharumegyptense
GQ273988 Mastrevirus sacchari

100) EU445699 Mastrevirus urochloae

Y00514 Mastrevirus storeyi

99 E‘: M23022 Mastrevirus digitariae
L 139638 Mastrevirus panici
JQ361910 Mastrevirus tritici
MK546379 Mastrevirus eleusinae
MK329300 Mastrevirus fulleri
JQ624879 Mastrevirus bourbonense
KR150789 Mastrevirus saccharumstriati
9084 KJ210622 Mastrevirus saccharumalbusvenae

100 PQ434734 Mastrevirus cenchri
78 F* PQ434710 new sp Mastrevirus cenchri
MF167297 Mastrevirus striatis
100, M20021 Mastrevirus chloris
HM122238 Mastrevirus didactylae
700] ———— OR596403 Mastrevirus bothriochloae
—— JF905486 Mastrevirus paspali
109 | JQ948088 Mastrevirus ciliaris
[ 100 JQ948061 Mastrevirus dilatati
91 HQ113104 Mastrevirus bromi
MK546380 Mastrevirus melenis
98l KY962381 Mastrevirus oryzasecundi
0Q451139 Mastrevirus urochloareunionense
ﬁ':KJ437671 Mastrevirus axonopi
OR596405 Mastrevirus brachypodiumsecundi
W‘: MK546381 Mastrevirus sorghi
98— * PQ434729 Mastrevirus purpurei
JQ948051 Mastrevirus sporoboprimi
OR596402 Mastrevirus brachypodiumprimi
KF806701 Mastrevirus virgati
JQ948052 Mastrevirus sporobosecundi
JX458740 Mastrevirus erythrodiplaxis
MN203181 Mastrevirus mexicoense
100l * MN203180 Mastrevirus mexicoense
100, JF508490 Mastrevirus eragrostisminoris
D01030 Mastrevirus miscanthi
I KY962377 Mastrevirus oryzaprimi
97 ﬂ:Alvlzgeozs Mastrevirus avenae
AJ783960 Mastrevirus hordei
100| * PQ392009 Mastrevirus croci
109 PQ740909 Mastrevirus croci
PP848143 Mastrevirus croci
KY565231 Mastrevirus ipomoeae

98

—— *MT159331 Mastrevirus tripterygii

Y11023 Mastrevirus cicerparvi
97 JN989439 Mastrevirus flavi

100|

GU256532 Mastrevirus rubrumprimi
MK940528 Mastrevirus rubrumsecundi
M81103 Mastrevirus tabaci
GU256530 Mastrevirus cicerosis
KM377674 Mastrevirus flavaparvi
JN989422 Mastrevirus arietini

PP467585 Mastrevirus nomiae
Capulaviruses

98

62




image1.png




image2.png
JQ948051 Mastrevirus sporoboprimi
JQ948052 Mastrevirus sporobosecundi
JX458740 Mastrevirus erythrodiplaxis
*MN203180 Mastrevirus mexicoense

MN203181 Mastrevirus mexicoense NI

KJ437671 Mastrevirus axonopi

0Q451139 Mastrevirus urochloareunionense

KY962381 Mastrevirus oryzasecundi
MK546380 Mastrevirus melenis Il

MK546381 Mastrevirus sorghi

OR596405 Mastrevirus brachypodiumsecundi

KY962377 Mastrevirus oryzaprimi

MF167297 Mastrevirus striatis

KF806701 Mastrevirus virgati

ORS596402 Mastrevirus brachypodiumprimi

*PQ434710 Mastrevirus cenchri

PQ434734 Mastrevirus cenchri

AF037752 Mastrevirus saccharumegyptense

EU445699 Mastrevirus urochloae

GQ273988 Mastrevirus sacchari

AF072672 Mastrevirus saccharumbourbonense

EU244915 Mastrevirus eragrostis

M82918 Mastrevirus saccharofficinari

KX787914 Mastrevirus saccharumpallidi

L39638 Mastrevirus panici

M23022 Mastrevirus digitariae

Y00514 Mastrevirus storeyi

JQ361910 Mastrevirus tritici

JQ624879 Mastrevirus bourbonense

MK329300 Mastrevirus fulleri

MK546379 Mastrevirus eleusinae

D01030 Mastrevirus miscanthi

JF508490 Mastrevirus eragrostisminoris

HM122238 Mastrevirus didactylae

M20021 Mastrevirus chloris

HQ113104 Mastrevirus bromi

JQo48061 Mastrevirus dilatati

JF905486 Mastrevirus paspali

JQ948088 Mastrevirus ciliaris

‘OR596403 Mastrevirus bothriochloae

AJ783960 Mastrevirus hordei

AM296025 Mastrevirus avenae

PP848143 Mastrevirus croci

*PQ392009 Mastrevirus croci

PQ740909 Mastrevirus croci

*PQ434729 Mastrevirus purpurei

GU256530 Mastrevirus cicerosis

M81103 Mastrevirus tabaci

JN989422 Mastrevirus arietini

KM377674 Mastrevirus flavaparvi

GU256532 Mastrevirus rubrumprimi

JN989439 Mastrevirus flavi

MK940528 Mastrevirus rubrumsecundi

Y 11023 Mastrevirus cicerparvi

*MT159331 Mastrevirus tripterygii

KY565231 Mastrevirus ipomoeae

PP467585 Mastrevirus nomiae

KJ210622 Mastrevirus saccharumalbusvenae

KR150789 Mastrevirus saccharumstriati

JQQ48051 Mastrevirus sporoboprimi
JQ948052 Mastrevirus sporobosecundi

JX458740 Mastrevirus erythrodiplaxis
*MN203180 Mastrevirus mexicoense

MN203181 Mastrevirus mexicoense

KJ437671 Mastrevirus axonopi

0Q451139 Mastrevirus urochloareunionense

KY962381 Mastrevirus oryzasecundi

MK546380 Mastrevirus melenis

MK546381 Mastrevirus sorghi

'OR596405 Mastrevirus brachypodiumsecundi

KY962377 Mastrevirus oryzaprimi

KF806701 Mastrevirus virgati

OR596402 Mastrevirus brachypodiumprimi

*PQ434710 Mastrevirus cenchri

PQ434734 Mastrevirus cenchri

AF037752 Mastrevirus saccharumegyptense

EU445699 Mastrevirus urochloae

GQ273988 Mastrevirus sacchari

AF072672 Mastrevirus saccharumbourbonense

EU244915 Mastrevirus eragrostis
M82918 Mastrevirus saccharofficinari

KX787914 Mastrevirus saccharump:

L39638 Mastrevirus panici
M23022 Mastrevirus digitariae

'Y00514 Mastrevirus storeyi
JQ361910 Mastrevirus tritici
JQ624879 Mastrevirus bourbonense [l

MK329300 Mastrevirus fulleri
MK546379 Mastrevirus eleusinae

Pairwise identity(%)

100
96
91
87
83

D01030 Mastrevirus miscanthi

JF508490 Mastrevirus eragrostisminoris

M20021 Mastrevirus chloris
HQ113104 Mastrevirus bromi
JQ948061 Mastrevirus dilatati
JQ948088 Mastrevirus
‘AJ783960 Mastrevirus hordei
AM296025 Mastrevirus avenae
PP848143 Mastrevirus croci

HM122238 Mastrevirus didactylae
JF905486 Mastrevirus paspal

PQ740909 Mastrevirus croci
“PQ434729 Mastrevirus purpurei

GU256530 Mastrevirus cicerosis

M81103 Mastrevirus tabaci
JN989422 Mastrevirus arietini
KM377674 Mastrevirus flavaparvi
GU256532 Mastrevirus rubrumprimi

JNGB9439 Mastrevirus flavi

MK840528 Mastrevirus rubrumsecund

s cicerparvi

Y11023 Mastre
“MT159331 Mastrevirus tripterygi

PP467585 Mastrevirus nomiae

KY565231 Mastrevirus ipomoeae
KJ210622 Mastrevirus saccharumalbusvenae

KR150789 Mastrevirus saccharumstriati





