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Tab.6 Pairwise nucleotide identity analyses of schitoviruses belonging to Rhodovirinae. Proposed taxons marked in green.
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Acinetobacter phage PresleyPresleyvirusPresleyvirus presleyKF669658.110011,711,04911,061

Acinetobacter phage At2AtduovirusAtduovirus At2

PQ656108.111,710041,77444,537

Acinetobacter phage VB_ApiP_XC38ExceevirusExceevirus Xc38MN508356.111,04941,77410047,923

Acinetobacter phage nACB1

NacbunavirusNacbunavirus nacb1OQ032511.111,06144,53747,923100

Brisouvirinae


image2.emf
phage SubfamilyGenusSpeciesGenome acc no.KY612839.1PP107878.1OP313112.1KP280062.1KY065148.1KC438282.1KC438283.1

Vibrio phage pVco-5Vicoquintavirus Pvco5KY612839.110097,5932,335,51532,3132,35732,438

Vibrio phage pVco-7

PP107878.197,5910032,13935,18632,03332,03932,112

Vibrio phage 12VC501

Pacinivirus pv12vc501OP313112.132,332,13910073,92578,17278,03678,016

Vibrio phage phi 1Pacinivirus phi1KP280062.135,51535,18673,92510078,50378,71378,763

Vibrio phage JSF3KY065148.132,3132,03378,17278,50310098,84198,501

Vibrio phage JA-1KC438282.132,35732,03978,03678,71398,84110099,259

Vibrio phage VCO139Pacinivirus VCO139KC438283.132,43832,11278,01678,76398,50199,259100

Gaffkyvirinae

Vicoquintavirus 

Pacinivirus


image3.emf
phage SubfamilyGenusSpeciesGenome acc no.MZ326861.1OM158235.1MH622920.1MG983743.2OP562166.1MN062186.1MZ326856.1MZ326857.1

Stenotrophomonas phage PhilippePhilippevirusPhilippevirus philippeMZ326861.110043,20824,89624,47127,35328,24928,64128,395

Stenotrophomonas phage C121CavevirusCavevirus C121OM158235.143,20810021,27820,79122,47825,04223,75424,53

Podoviridae sp. ctda_1 from animal metagenomeMH622920.124,89621,27810027,71833,78238,1937,67337,361

Xanthomonas phage RiverRiderRiverridervirusRiverridervirus riverriderMG983743.224,47120,79127,71810056,52349,90650,43150,217

Xanthomonas virus PB119DowsonvirusDowsonvirus Pb119OP562166.127,35322,47833,78256,52310061,5561,01661,563

Stenotrophomonas phage PokkenPokkenvirus pokkenMN062186.128,24925,04238,1949,90661,5510086,00587,877

Stenotrophomonas phage PaxiPokkenvirus paxiMZ326856.128,64123,75437,67350,43161,01686,00510091,253

Stenotrophomonas phage PifflePokkenvirus piffleMZ326857.128,39524,5337,36150,21761,56387,87791,253100

Gebvirinae

Pokkenvirus


image4.emf
phage SubfamilyGenusSpeciesGenome acc no.BK058280.1BK024113.1PQ133600.1OP413831.1OP764672.1OX335406.1OY979417.1BK019384.1OP413827.1MW495044.2MW394388.1PP738785.1BK050257.1ON004963.1PP700702.1PQ864023.1PQ805430.1MZ348421.1MN812687.1MN812691.1KY083726.1KY769270.1MH059638.1KY514264.1KY514265.1KY549659.1

Podoviridae sp. isolate ctCME3BK058280.110080,74381,19279,69980,20279,85979,03380,94283,61579,13679,64579,48979,27178,30721,28523,35120,0920,08818,4518,45219,2519,2519,55219,01218,88119,004

Podoviridae sp. isolate ctUYR1BK024113.180,74310083,1883,96582,32882,0781,35379,73779,94981,52680,85981,33581,06181,71921,6222,83819,80620,30417,8717,87218,36818,36818,92219,16618,48417,997

Klebsiella phage P19-618Efbeekayvirus P19618

PQ133600.181,19283,1810083,37583,20584,06182,48480,180,29481,25281,27582,73682,76181,12321,58724,2319,05619,41717,32617,32818,78218,78219,62318,81118,65418,252

Klebsiella phage pKP-BM327-1.1

Efbeekayvirus Bm32711OP413831.179,69983,96583,37510084,04982,26180,80179,79580,7581,79882,18882,14182,47282,520,98222,68719,67118,88518,43218,43419,8719,8719,58118,96619,48818,981

Klebsiella phage VB_KpP_HS106

Efbeekayvirus Hs106OP764672.180,20282,32883,20584,04910083,6982,09280,8582,41883,4282,71882,76783,98483,24222,10222,91120,0320,40118,25918,2619,23319,23320,5119,80820,36919,937

Klebsiella phage cp20Efbeekayvirus cp20OX335406.179,85982,0784,06182,26183,6910084,26881,5481,1183,73182,96483,83484,42683,32122,42923,84920,39820,76518,43218,43319,38419,38419,92919,51419,62919,248

Klebsiella phage vB_Kpn_K17alpha62

Efbeekayvirus K17alpha62OY979417.179,03381,35382,48480,80182,09284,26810080,95181,1482,382,94883,71583,39282,65221,60724,4419,48220,37918,77218,77419,56719,56719,81719,55319,64119,528

Podoviridae sp. isolate ct60b2BK019384.180,94279,73780,179,79580,8581,5480,95110085,38883,19782,49683,5684,38482,38521,61523,63419,17718,93218,35518,35719,21719,21718,25718,26218,12217,834

Klebsiella phage pKP-BM327-1.2

Efbeekayvirus Bm32712OP413827.183,61579,94980,29480,7582,41881,1181,1485,38810083,44383,69883,19183,05382,73821,46422,34619,6518,40918,35218,35419,49719,49718,41518,23418,60217,864

Klebsiella phage vB_KpnP_P184Efbeekayvirus P184MW495044.279,13681,52681,25281,79883,4283,73182,383,19783,44310085,33284,85184,42583,44121,5822,60719,82820,08318,94818,9520,15720,15719,6719,33419,41319,052

Klebsiella phage vB_KpP_FBKp27Efbeekayvirus Fbkp27MW394388.179,64580,85981,27582,18882,71882,96482,94882,49683,69885,33210094,1684,46484,70421,94623,23920,13619,17918,83118,83320,95420,95419,42918,95519,41318,897

Klebsiella phage vB_KpnP_Tribble_ER49Efbeekayvirus Tribbleer49

PP738785.179,48981,33582,73682,14182,76783,83483,71583,5683,19184,85194,1610085,23684,95521,95924,1919,64520,53519,3819,38219,95319,95319,55819,25819,34619,171

Podoviridae sp. isolate ctvgG1BK050257.179,27181,06182,76182,47283,98484,42683,39284,38483,05384,42584,46485,23610084,44921,6324,70719,37319,26718,49918,50119,77219,77219,04719,21718,88218,619

Klebsiella phage GADU21

Efbeekayvirus Gadu21ON004963.178,30781,71981,12382,583,24283,32182,65282,38582,73883,44184,70484,95584,44910021,38521,97619,21919,21718,60418,60619,89919,89919,30418,95118,24318,009

Erwinia phage MIF8MifoctavirusMifoctavirus Mif8PP700702.121,28521,6221,58720,98222,10222,42921,60721,61521,46421,5821,94621,95921,6321,38510032,89430,14529,49830,03530,03829,27329,27329,55129,36929,42629,412

Enterobacter phage vB_Ecl_SABISabivirusSabivirus Sabi

PQ864023.123,35122,83824,2322,68722,91123,84924,4423,63422,34622,60723,23924,1924,70721,97632,89410049,81153,78147,46947,47448,14148,14148,74847,6748,44247,289

Escherichia phage EK8EkoctavirusEkoctavirus Ek8

PQ805430.120,0919,80619,05619,67120,0320,39819,48219,17719,6519,82820,13619,64519,37319,21930,14549,81110065,30362,15462,15765,19465,19465,3664,38465,9264,883

Kosakonia phage Kc283Cbunavirus Kc283MZ348421.120,08820,30419,41718,88520,40120,76520,37918,93218,40920,08319,17920,53519,26719,21729,49853,78165,30310071,32271,32174,10774,10774,40473,38974,65373,94

Pectobacterium phage PossumCbunavirus possumMN812687.118,4517,8717,32618,43218,25918,43218,77218,35518,35218,94818,83119,3818,49918,60430,03547,46962,15471,32210099,98881,74281,74279,38180,5068182,503

Pectobacterium phage HoratiusMN812691.118,45217,87217,32818,43418,2618,43318,77418,35718,35418,9518,83319,38218,50118,60630,03847,47462,15771,32199,98810081,73181,73179,38180,5088182,503

Pectobacterium phage A38KY083726.119,2518,36818,78219,8719,23319,38419,56719,21719,49720,15720,95419,95319,77219,89929,27348,14165,19474,10781,74281,73110099,99984,98283,93385,24183,78

Pectobacterium phage phiA41Cbunavirus A41KY769270.119,2518,36818,78219,8719,23319,38419,56719,21719,49720,15720,95419,95319,77219,89929,27348,14165,19474,10781,74281,73199,99910084,98283,93385,24183,78

Pectobacterium phage NepraCbunavirus nepraMH059638.119,55218,92219,62319,58120,5119,92919,81718,25718,41519,6719,42919,55819,04719,30429,55148,74865,3674,40479,38179,38184,98284,98210092,59594,3592,779

Pectobacterium phage vB_PatP_CB1Cbunavirus CB1KY514264.119,01219,16618,81118,96619,80819,51419,55318,26218,23419,33418,95519,25819,21718,95129,36947,6764,38473,38980,50680,50883,93383,93392,59510094,86993,071

Pectobacterium phage vB_PatP_CB3KY514265.118,88118,48418,65419,48820,36919,62919,64118,12218,60219,41319,41319,34618,88218,24329,42648,44265,9274,653818185,24185,24194,3594,86910097,421

Pectobacterium phage vB_PatP_CB4Cbunavirus CB4KY549659.119,00417,99718,25218,98119,93719,24819,52817,83417,86419,05218,89719,17118,61918,00929,41247,28964,88373,9482,50382,50383,7883,7892,77993,07197,421100

Waldeevirinae

Efbeekayvirus

Cbunavirus
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SubfamilyGenusSpeciesGenome acc no.OQ181210.1PQ051115.1OP829055.1PQ051113.1MH160392.1PQ072212.1KF806588.1KX098391.1KX098389.2KX098390.2

Erwinia phage Kuerle

OQ181210.110098,37697,15396,68836,20535,81330,53728,37329,10330,041

Erwinia phage Fifi450PQ051115.198,37610097,16596,86936,4236,62131,0829,33830,04329,838

Erwinia phage Fifi067

Fifivirus Fifi067OP829055.197,15397,16510098,04936,79636,3230,87329,74930,44530,251

Erwinia phage Fifi287PQ051113.196,68896,86998,04910036,82736,39930,99929,75330,45130,086

Erwinia phage phiEaP-8Yonginvirus EaP8MH160392.136,20536,4236,79636,82710097,86340,93639,98140,45641,139

Erwinia phage Fifi051Yonginvirus Fifi051

PQ072212.135,81336,62136,3236,39997,86310041,87641,14841,60241,678

Erwinia phage Ea9-2Johnsonvirus Ea92KF806588.130,53731,0830,87330,99940,93641,87610091,16193,74993,634

Erwinia phage vB_EamP_GutmeisterKX098391.128,37329,33829,74929,75339,98141,14891,16110097,29195,42

Erwinia phage vB_EamP_FrozenJohnsonvirus frozenKX098389.229,10330,04330,44530,45140,45641,60293,74997,29110097,873

Erwinia phage vB_EamP_RexellaKX098390.230,04129,83830,25130,08641,13941,67893,63495,4297,873100

Erskinevirinae

Fifivirus

Yonginvirus

Johnsonvirus
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Phage SubfamilyGenusSpeciesGenome acc no.MH015256.1OQ722443.1KU885988.1KU885990.1FR682616.1FR719956.1KJ621082.2KJ803031.1MZ773648.1FJ591094.1MH015253.1MH015257.1FJ591093.1MH015250.1MH015259.1HQ317387.2KU885989.1

Ruegeria phage vB_RpoP-V13PomeroyivirusPomeroyivirus V13MH015256.110053,69653,76753,49242,05842,21847,47747,69246,70148,3147,53647,50847,38147,647,61831,06334,017

Sulfitobacter phage vB_SupP_AX

AxvirusAxvirus AxOQ722443.153,69610062,27762,11238,51938,41145,55845,00746,61343,25444,25744,14643,99344,2544,25330,77834,239

Dinoroseobacter phage DS-1410Ws-06Sanyabayvirus DS1410Ws06KU885988.153,76762,27710099,27540,65840,34546,0245,99247,6643,97945,45945,3644,86245,32145,39129,35931,34

Roseobacter phage RD-1410Ws-07KU885990.153,49262,11299,27510040,30940,00545,90245,71247,63843,87245,14645,12944,60445,00845,07929,37731,352

Roseovarius sp. 217 phage 1FR682616.142,05838,51940,65840,30910099,05847,91747,5552,92949,72548,88648,84548,56948,79748,81427,92327,711

Roseovarius Plymouth podovirus 1Plymouthvirus RPP1FR719956.142,21838,41140,34540,00599,05810047,95247,4452,92549,59848,85148,80948,52648,76248,77928,01927,645

Dinoroseobacter phage DFL12phi1Baltimorevirus DFL12KJ621082.247,47745,55846,0245,90247,91747,95210095,75556,35455,19257,1856,59457,37257,44857,47131,2532,299

Dinoroseobacter phage vBDshPR2CKJ803031.147,69245,00745,99245,71247,5547,4495,75510055,93755,16356,31356,26356,57756,58656,60930,43933,357

Dinoroseobacter phage vB_DshP-R7L

GonggongvirusGonggongvirus R7lMZ773648.146,70146,61347,6647,63852,92952,92556,35455,93710059,35859,98459,9959,9760,03960,13529,60131,489

Sulfitobacter phage EE36phi1Aorunvirus EE36phi1FJ591094.148,3143,25443,97943,87249,72549,59855,19255,16359,35810083,75683,75183,28283,39783,42430,58932,17

Ruegeria phage vB_RpoP-V21MH015253.147,53644,25745,45945,14648,88648,85157,1856,31359,98483,75610099,96199,35399,56999,60130,68531,575

Ruegeria phage vB_RpoP-V14MH015257.147,50844,14645,3645,12948,84548,80956,59456,26359,9983,75199,96110099,32299,54499,5730,53531,548

Silicibacter phage DSS3phi2FJ591093.147,38143,99344,86244,60448,56948,52657,37256,57759,9783,28299,35399,32210099,70999,74330,56931,706

Ruegeria phage vB_RpoP-V12Aorunvirus V12MH015250.147,644,2545,32145,00848,79748,76257,44856,58660,03983,39799,56999,54499,70910099,96730,68631,632

Ruegeria phage vB_RpoP-V17MH015259.147,61844,25345,39145,07948,81448,77957,47156,60960,13583,42499,60199,5799,74399,96710030,68731,706

Sulfitobacter phage phiCB2047-BRaunefjordenvirusRaunefjordenvirus CB2047BHQ317387.231,06330,77829,35929,37727,92328,01931,2530,43929,60130,58930,68530,53530,56930,68630,68710031,309

Roseobacter phage RD-1410W1-01AoqinvirusAoqinvirus RD1410W101KU885989.134,01734,23931,3431,35227,71127,64532,29933,35731,48932,1731,57531,54831,70631,63231,70631,309100

Rhodovirinae

Sanyabayvirus

Plymouthvirus

Baltimorevirus

 Aorunvirus


