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NC_032944.1_Hubei_odonate_virus_10

NC_077128.1_Fushun_ischnura_senegalensis_lispivirus_1

NC_031088.1_Sanxia_water_strider_virus_4

MW864073.1_Arlivirus_sp._XZN142933

NC_077124.1_Hangzhou_cletus_punctiger_lispivirus_1

NC_077121.1_Hangzhou_eysarcoris_guttigerus_lispivirus_1

NC_077163.1_Erthesina_fullo_arlivirus_1

NC_031259.1_Lishi_Spider_Virus_2

NC_077120.1_Hangzhou_scotinophara_lurida_lispivirus_1

NC_077094.1_Bemisia_tabaci_arlivirus_1

NC_077095.1_Bemisia_tabaci_arlivirus_2

NC_076920.1_Hemipteran_arli−related_virus_OKIAV95

MZ209712.1_Hangzhou_lispivirus_1

PP946284.1_Empoasca_fabae_lispivirus_1

NC_076879.1_Hemipteran_arli−related_virus_OKIAV94

MN714688.1_Frankliniella_occidentalis_associated_mononegavirales_virus_1

OL472404_brine_shrimp_arlivirus_2

OL472416_brine_shrimp_arlivirus_8

OL472407_brine_shrimp_arlivirus_5

OL472406_brine_shrimp_arlivirus_4

OL472405_brine_shrimp_arlivirus_3

OL472411_brine_shrimp_arlivirus_6

OL472403_brine_shrimp_arlivirus_1

NC_031270.1_Tacheng_Tick_Virus_6

OP313018_Fuyun_tick_virus_1

NC_077126.1_Guiyang_lispivirus_2

NC_033436.1_Wuchang_romanomermis_nematode_virus_2

NC_076698.1_Amsterdam_virus

OQ779241.1_Pedras_lispivirus

NC_076632.1_Linepithema_humile_rhabdo−like_virus_1

NC_076919.1_Hymenopteran_arli−related_virus_OKIAV98

NC_076944.1_Anisopteromalus_calandrae_negative−strand_RNA_virus_2

MW288216.1_Hymenopteran_arli−related_virus_OKIAV100

NC_076921.1_Hymenopteran_arli−related_virus_OKIAV99

NC_076943.1_Anisopteromalus_calandrae_negative−strand_RNA_virus_1

NC_077122.1_Hangzhou_acrida_cinerea_lispivirus_1

MT153397.1_Blattodean_arli−related_virus_OKIAV101

BK067115.1_Cryptotermes_secundus_lispivirus_1

NC_076878.1_Isopteran_arli−related_virus_OKIAV103

ON082763.1_Cat_Tien_Hospitalitermes_Lispi−like_virus

NC_076915.1_Jimsystermes_virus

BK067117.1_Macrotermes_bellicosus_lispivirus_1

BK067120.1_Macrotermes_natalensis_lispivirus_1

BK067121.1_Macrotermes_subhyalinus_lispivirus_1

NC_076875.1_Blattodean_arli−related_virus_OKIAV102

NC_032929.1_Hubei_rhabdo−like_virus_3

NC_076876.1_Strepsipteran_arli−related_virus_OKIAV104

NC_076877.1_Coleopteran_arli−related_virus_OKIAV107

PP272508.1_Crocidura_lasiura_lispivirus_2
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