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Part 3: TAXONOMIC PROPOSAL
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	Establish new taxon
	X
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	Etymology (origin) of proposed taxonomic names: 

	Taxon name 
	Etymology of the term

	“Aviadenovirus cinerei”
	from the Latin cinereum, meaning “ash-coloured” (referring to Timneh grey parrot)

	“Mastadenovirus aethiopiense”
	from the Latin Aethiopia, referring to the Ethiopian Highlands where the gelada is restricted at present

	“Mastadenovirus arundinis”
	from the Latin arundo, meaning “bamboo” (referring to greater bamboo bat)

	“Mastadenovirus asiense”
	from the Latin Asia, meaning “Asia”, referring to the name of the continent in the English name of the host: Asian parti-colored bat (Vespertilio sinensis), minor typing mistake correction (unnecessary duplication of an “s”)

	“Mastadenovirus bestiae”
	from the Latin bestia, referring to the genus Theropichecus, a name derived from the Greek root words for "beast-ape" (θηρο-πίθηκος: thēro-píthēkos)

	“Mastadenovirus eliomysis”
	from the genus name of Eliomys (referring to Eliomys quercinus, garden dormouse)

	“Mastadenovirus eothenomysis”
	from the genus name of Eothenomys (referring to Eothenomys cachinus, Cricetidae; Kachin red-backed vole)

	“Mastadenovirus ferrumequini”
	from the species epithet of Rhinolophus ferrumequinum (referring to the largest of the horseshoe bats in Europe)

	“Mastadenovirus geladae”
	from the species epithet of Theropithecus gelada

	“Mastadenovirus hylobatidae”
	from the family name Hylobatidae (gibbons)

	“Mastadenovirus himalaiense”
	from the Sanskrit Himalaya, meaning “house of cold” (referring to the Himalayas Mountain range in Asia, and the English name of the Himalayan whiskered bat)

	“Mastadenovirus kuhlii”
	from the species epithet of Pipistrellus kuhlii (referring to Heinrich Kuhl German naturalist regarded as the authority) 

	“Mastadenovirus noctulae”
	from the species epithet of Nyctalus noctula (noctula means “little night creature”, a diminutive form of noctua, which is “creature / beast of the night”)

	“Mastadenovirus pollicis”
	from the Latin pollex, meaning "thumb" referring to the host “colobus”, which name comes from the Greek κολοβός (kolobós, “docked”, “maimed”) and refers to the stump-like thumb

	“Mastadenovirus mastomysis”
	from the genus name of Mastomys (referring to Mastomys natalensis, natal multimammate mouse)

	“Mastadenovirus portugalense
	from the name of the country Portugal where it was described (however, the greater mouse-eared bat Myotis myotis can be found throughout Europe)

	“Mastadenovirus rattasiense”
	from the combined Latin words referring to rattus Asiaticus (Asian rat)

	“Mastadenovirus rhinolophidae”
	from the family name of the host: Rhinolophidae (Rhinolophus sinicus); minor typing mistake correction (missing “h” from “rhinolophidae”)

	“Mastadenovirus sanguineicordis”
	from the Latin sanguineus and cor, meaning “bleeding” and “heart” (combined), referring to the English name “bleeding-heart monkey”

	“Siadenovirus columbae”
	from the Latin columba, meaning “pigeon” (pigeon AdV-4)

	“Siadenovirus coturnicis”
	from the Latin coturnix, meaning “quail”

	“Siadenovirus sulawense”
	from the name Sulawesi, an island in Indonesia, referring to the first recognized host of this virus: Sulawesi tortoise
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	Abstract of Taxonomy Proposal: 

	
Taxonomic rank(s) affected:       
Species

Description of current taxonomy:       
125 species in 6 genera in the family Adenoviridae.

Proposed taxonomic change(s):     
Adding 20 new species; 16 to genus Mastadenovirus, 3 to Siadenovirus, 1 to Aviadenovirus; correcting two minor typing errors in the names of two mastadenovirus species.

Justification:
Novel adenovirus sequences have been submitted to GenBank, reflecting very rich diversity (https://sites.google.com/site/adenoseq). From these sequences, 20 full or almost full (coding-complete) vertebrate adenovirus genomes originating from 13 mammalian, 3 avian and 1 turtle species merit the establishment of new species for them. The phylogenetic distance of their DNA polymerase amino acid sequences shows adequate evolutionary distance to members of accepted adenovirus species (Fig. 1). A divergence in pairwise amino acid identity of the DNA polymerase sequence exceeding 15% is the main demarcation criterion. In case of 14-15% pairwise identity divergence, other criteria (e.g. different host species, genome organization or whole-genome GC% difference) and the monophyletic clustering of the available pol sequences helped to classify the adenoviruses into species.




	· Text of Taxonomy proposal:  


	
Taxonomic rank(s) affected:       
Species.

Description of current taxonomy:       
Six genera and 125 species in the family Adenoviridae:
genus Mastadenovirus: 63 species,
genus Aviadenovirus: 28 species,
genus Barthadenovirus: 21 species,
genus Siadenovirus: 11 species,
genus Ichtadenovirus: 1 species,
genus Testadenovirus: 1 species 
(https://sites.google.com/site/adenoseq).

Proposed taxonomic change(s):     
Establish 20 new species (total species number in the family: 145):
genus Mastadenovirus: 16 new species (6 viruses from primates, 4 from rodents, 6 from bats; total virus species: 79),
genus Aviadenovirus: 1 new species (for a psittacine adenovirus; total 29),
genus Siadenovirus: 3 new species (2 viruses from birds, 1 from a turtle; total 24).

Demarcation criteria:
In the family Adenoviridae, species demarcation depends on at least two of the following characteristics (Benkő et al., 2022):
Phylogenetic distance (>10–15%, based on maximum likelihood analysis of the DNA polymerase amino acid sequences),
genome organization (characteristically in the right terminal region),
host range,
nucleotide composition,
cross-neutralization,
pathogenicity.

Justification:      
In recent years, several new adenovirid genomes have been sequenced completely or almost completely from mammals: including 6 viruses from primates, 4 from rodents, 6 from bats (Buigues et al., 2024a, 2024b; Moonga et al., 2024; Piewbang et al., 2024; Speranskaya et al. 2024; Wang et al., 2024). Similarly, adenovirus (AdV) genomes have been described from birds, and these AdVs belong either to the genus Aviadenovirus like the Timneh grey parrot adenovirus (Das et al., 2024) or to the genus Siadenovirus: pigeon adenovirus 4 and quail adenovirus 1 (Lukaszuk et al., 2025). A turtle AdV (from farmed and diseased Chinese soft-shelled turtles) proved to belong to siadenoviruses, too (Tian et al., 2025). This virus seems to be equivalent with the so-called Sulawesi tortoise adenovirus detected earlier by a general PCR in different turtle species (Rivera et al., 2009; Schumacher et al., 2012; Vincent et al. 2023; Ready et al., 2025a, 2025b). (Only partial polymerase sequences were detected from these previous turtle siadenoviruses and they have identical or very similar polymerase aa sequences.)

Twenty of these AdVs merit the establishment of new species for them: 16 mastadenoviruses, 3 siadenoviruses and 1 aviadenovirus. 

In the case of the present species candidates, almost all exemplar strains of the proposed novel species shared DNA polymerase (amino acid) sequence identity with the closest related reference strain below 85%. In case of 14-15% difference, other criteria (e.g. different host species, genome organization or whole-genome GC% difference) and the monophyletic clustering of the available DNA polymerase sequences helped to classify the adenoviruses into species.

The ICTV requires the application of a binomial species naming system. For adenovirid species, we use Latinized species epithets derived by applying various approaches (Postler et al., 2022).
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Fig. 1. Phylogenetic tree of representative members of accepted and proposed adenovirid species based on complete DNA-dependent DNA polymerase amino acid sequences. Official species are designated by colored dots, proposed species are signed by colored circles and emphasized in red letters. Viruses with no complete genome (but complete polymerase gene) are shown without dots or circle signs. The two species names in blue are those with proposed minor typo corrections in their species names. Multiple alignment: MultAlin; manual edition: BioEdit 7.2.5 (the length of the edited alignment was 1023 amino acids), model selection: ProtTest 2.4; maximum likelihood calculation: PhyML 3.1 with model LG+I+G and branch support Shimodaira-Hasegawa (SH) on the Galaxy/Pasteur platform. Unrooted calculation; the phylogenetic tree was visualized using MEGA11, white sturgeon adenovirus 1 was selected as outgroup for visualization. The bar indicates 10% difference between two neighboring sequences. SH branch support values above 50 are shown at the nodes. Viruses are represented by GenBank accession number, virus name (with type or strain designation), and species name if available or proposed (in quotation marks if proposed herein).
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