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Supporting material:

One new species in the genus Mastrevirus (family Geminiviridae)

There are currently 40 species in the genus Mastrevirus (family Geminiviridae). Of these, members of eight species infect dicotyledonous plants and the remaining 32 members infect monocotyledonous plants. Based on the framework for classification of mastreviruses outlined in Muhire et al. (2013), where a 78% genome-wide pairwise identity (PI) threshold coupled with phylogenetic support are used as species demarcation criteria, four new viruses have recently been identified that represent a new species from Africa infecting maize (Guadie et al., 2019).

Maize streak dwarfing virus

Four isolates of maize streak dwarfing virus (Table 1) have been identified in Zea mays (Guadie et al., 2019). The four sequences (MK329300 - MK329303) share 99-100% genome-wide pairwise identity with each other and less than 70.4% with all other known mastreviruses within currently established species (Figures 1 and 2).
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Figure 1. Maximum likelihood phylogenetic tree of representative genomes from members of each mastrevirus species inferred using MEGA6 (Tamura et al., 2013) and rooted with the sequence of the becurtovirus beet curly top Iran virus (JX987671).
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Figure 2. Two-color pairwise identity matrix inferred using SDT v1.2 (Muhire et al., 2014). The sequence of the isolate representative of the new species Maize streak dwarfing virus is shown in red font.





Table 1. Details of isolates of Maize streak dwarfing virus, a proposed new species  in the genus Mastrevirus.

	Species name
	Virus name / acronym
	Isolates
	GenBank accession
	Country
	Host

	Maize streak dwarfing virus
	maize streak dwarfing virus (MSDV)
	ET-Adama Zuria-MV1-16
	MK329300
	Ethiopia
	Zea mays

	
	maize streak dwarfing virus (MSDV)
	ET-Shevaba-MV56-16
	MK329301
	Ethiopia
	Zea mays

	
	maize streak dwarfing virus (MSDV)
	ET-Boset-MV66-16
	MK329302
	Ethiopia
	Zea mays

	
	maize streak dwarfing virus (MSDV)
	ET-Analume-MV74-16
	MK329303
	Ethiopia
	Zea mays
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