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Abstract
	Hereby we would like to propose a new species for a bacteriophage described in our recent paper “Two novel lytic bacteriophages infecting Enterococcus spp. are promising candidates for targeted antibacterial therapy” PMID: 35458561 [1].


Text of proposal
		The complete genome sequence of SSsP-1 bacteriophage is deposited with the accession number MZ333457 [1]. As can be shown by MegaBLAST search against NCBI Nucleotide database, its closest match is Enterococcus phage Entf1 genome MK800154 at 87.2% identity. Current species demarcation criteria in bacteriophages imply a 95%-similarity threshold [2], and therefore SSsP-1 belongs to a species of its own, with a proposed name Saphexavirus SSsP1.





Supporting evidence
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Figure 1. Evolutionary relationships of Enterococcus phage SSsP-1 within Saphexavirus visualized by NeighborNet phylogenetic network.
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