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There are two genera in the family Circoviridae, namely Circovirus and Cyclovirus. Viruses within these two genera are classified into species based on genome-wide pairwise identities with a 80% species demarcation threshold (Rosario et al., 2017). 

Over the last year 13 new circoviruses in the genus Circovirus (Nishizawa et al., 2018; Sadeghi et al., 2018; Wu et al., 2016) (no publication available on bamboo rat circoviruses) and 5 in the genus Cyclovirus (Lima et al., 2019; Rosario et al., 2018), that can not be assigned to known species within these genera, have been identified. Based on the species demarcation threshold coupled with phylogenetic support, 4 new species for the genus Circovirus (Table 1, Figure 1-2) and 3 new species for the genus Cyclovirus (Table 2, Figure 3-4) are proposed. Details of viruses belonging to these species are summarised in Tables 1 and 2. The term ‘associated’ is used when the host is unknown to maintain consistency with the past species nomenclature.

Table 1: Summary of new species and their members in the genus Circovirus
	Species
	Accession
	Virus name
	Virus acronym
	Country
	Host / isolation source
	Isolate

	Bat associated circovirus 12 
	KJ641716
	bat circovirus
	BatACV12
	China
	Pipistrellus sp.
	CV/GD2012

	Civet circovirus
	LC416389
	Paguma larvata circovirus
	CivCV
	Japan
	Paguma larvata / serum
	Pl-CV3

	
	LC416390
	Paguma larvata circovirus
	PanCV
	Japan
	Paguma larvata / serum
	Pl-CV8

	
	LC416391
	Paguma larvata circovirus
	PanCV
	Japan
	Paguma larvata / serum
	Pl-CV9

	Rodent associated circovirus 7
	MF497827
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	FJ01

	
	MF497828
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	FJNP

	
	MF497829
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	Guilin 01

	
	MF497830
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	Guilin 06

	
	MF497831
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	Guilin 03

	
	MF497832
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	GXLA

	
	MF497833
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	GX01

	
	MF497834
	bamboo rat circovirus
	RoACV7
	China
	Rhizomys pruinosus
	GXLA2

	Mosquito associated circovirus 1
	MH188038
	Culex circovirus-like virus
	MosACV1
	USA
	Culex sp.
	CCirVL/Fresno
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Figure 1: A ‘two colour’ pairwise identity matrix of representative genome-wide comparisons among sequences in the genus Circovirus inferred using SDT v1.2 (Muhire et al., 2014). Representative sequences from the proposed new species are highlighted in red font.
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Figure 2: Maximum likelihood phylogenetic tree (rooted with reverse complement sequences of cycloviruses) of representative genomes from each circovirus species inferred using PHYML (Guindon et al., 2010) with GTR+I+G4 chosen as the best fit model. Branches with <0.8 aLRT (approximate likelihood ratio test) branch support have been collapsed.


Table 2: Summary of new species and their members in the genus Cyclovirus
	Species
	Accession
	Organism
	Virus acronym
	country
	Host / isolation source
	Isolate

	Chicken associated cyclovirus 2
	MG846358
	chicken associated cyclovirus 2
	ChickACyV2
	Brazil
	Gallus gallus
	RS/BR/2015/4

	Ant associated cyclovirus 1
	MH545511
	arboreal ant associated circular virus 1
	AntACyV1
	Kenya
	Crematogaster nigriceps
	KY_I1338b_D1_CN

	
	MH545512
	arboreal ant associated circular virus 1
	AntACyV1
	Kenya
	Tetraponera penzigi
	KY_I1342_G6_TP

	
	MH545513
	arboreal ant associated circular virus 1
	AntACyV1
	Kenya
	Crematogaster mimosae
	KY_I1347_F1_CM

	Spider associated cyclovirus 1
	MH545516
	soft spider associated circular virus 1
	SpACyV1
	Canada
	Cybaeidae
	BC_I1647E_H3
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Figure 3: A ‘two colour’ pairwise identity matrix of representative genome-wide comparisons among cyclovirus sequences inferred using SDT v1.2 (Muhire et al., 2014). Representative sequences from the proposed new species are highlighted in red font.
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Figure 4: Maximum likelihood phylogenetic tree (rooted with reverse complement sequences of circoviruses) of representative genomes from each cyclovirus species inferred using PHYML (Guindon et al., 2010) with GTR+I+G4 chosen as the best fit model. Branches with <0.8 aLRT (approximate likelihood ratio test) branch support have been collapsed.
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