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Abstract
	Here, we propose the creation of the new genus “Zicotriavirus” comprising two new species, based on genome-based comparisons.
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Supporting evidence
Species demarcation criteria We have chosen 95% DNA sequence identity as the criterion for demarcation of species in this new genus. Each of the proposed species differs from the others with more than 5% at the DNA level as confirmed with the BLASTN algorithm [1-3].   

Source of the name of this taxon:  The name is derived from the name of the isolated phage of this type, Pseudomonas phage ZC03

History:  Phages ZC03 and ZC08 were isolated in Brazil and are members of the Podoviridae family that infect Pseudomonas aeruginosa. The electron micrographs show their icosahedral head of ~72 nm by ~59 nm and a short tail ~21 nm long with terminal fibers [4].

GenBank Summary:

	Phage name
	RefSeq No.
	INSDC 
	Size (Kb)
	GC% 
	Protein 
	tRNA
	Overall DNA sequence identity (**)	
	% common proteins (***)

	ZC03
	
	KU356690
	69.84
	42.6
	85
	10
	100
	100

	ZC08
	
	KU356691
	70.77
	43.1
	83
	9
	92.98
	91.76


** Determined using BLASTn at NCBI [1-3]
*** Determined using CoreGenes 3.5 at http://binf.gmu.edu:8080/CoreGenes3.5/ [7]


Electron micrograph: None available


Phylogeny:
The phylogenetic tree was constructed with VICTOR [5], using whole genome of phages ZC03, ZC08 and related N4-like phages.  
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Synteny plot of Pseudomonas phages ZC03 and ZC08 at the nucleotide level. Plot was visualized using EasyFig [6].

[image: ]



References
1. Sayers EW, Agarwala R, Bolton EE, Brister JR, Canese K, Clark K, et al. Database  resources of the National Center for Biotechnology Information. Nucleic Acids Res. 2019;47(D1):D23-D28.
2. Tolstoy I, Kropinski AM, Brister JR. Bacteriophage Taxonomy: An Evolving Discipline. Methods Mol Biol. 2018;1693:57-71.
3. O'Leary NA, Wright MW, Brister JR, Ciufo S, Haddad D, McVeigh R, et al. Reference sequence (RefSeq) database at NCBI: current status, taxonomic expansion, and functional annotation. Nucleic Acids Res. 2016;44(D1):D733-45.
4. Amgarten D, Martins LF, Lombardi KC, Antunes LP, de Souza APS, Nicastro GG, Kitajima EW, Quaggio RB, Upton C, Setubal JC, da Silva AM. Three novel Pseudomonas phages isolated from composting provide insights into the evolution and diversity of tailed phages. BMC Genomics. 2017; 18(1):346. 
5. Meier-Kolthoff JP, Goeker M. VICTOR: genome-based phylogeny and classification of  prokaryotic viruses. Bioinformatics. 2017; 33(21): 3396–3404. 
6. Sullivan MJ, Petty NK, Beatson, SA. Easyfig: a genome comparison visualizer. Bioinformatics. 2011; 27(7): 1009-1010. DOI: 10.1093/bioinformatics/btr039 PMID: 21278367.
7. Turner D, Reynolds D, Seto D, Mahadevan P. CoreGenes3.5: a webserver for the determination of core genes from sets of viral and small bacterial genomes. BMC Res Notes. 2013;6:140. doi: 10.1186/1756-0500-6-140.  PMID:   23566564.


image3.jpeg
zc03

80%




image1.png




image2.jpeg




