June 2020

[image: ]






Part 1: TITLE, AUTHORS, APPROVALS, etc

	Code assigned:
	2020.175B
	

	Short title: Create one new genus (Waedenswilvirus) including one new species (Caudovirales: Schitoviridae)

	


Author(s) and email address(es)
	Wittmann J, Adriaenssens EM, Kropinski AM

	Johannes.Wittmann@dsmz.de
Evelien.adriaenssens@quadram.ac.uk
phage.canada@gmail.com 


Author(s) institutional address(es) (optional)
	Leibniz Institute DSMZ – German Collection of Microorganisms and Cell Cultures GmbH, Braunschweig, Germany [JW]
Quadram Institute Bioscience, Norwich Research Park, Norwich, UK [EMA]
University of Guelph, Canada [AMK]


Corresponding author
	J Wittmann



List the ICTV Study Group(s) that have seen this proposal
	N4-like phages Study Group



ICTV study group comments and response of proposer
	







Authority to use the name of a living person (not applicable)
	Taxon name
	Person from whom the name is derived
	Permission attached (Y/N)

	
	
	

	
	
	

	
	
	



Submission dates
	Date first submitted to SC Chair
	6 June 2020

	Date of this revision (if different to above)
	


ICTV-EC comments and response of the proposer
	













Part 3: TAXONOMIC PROPOSAL
Name of accompanying Excel module
	2020.146B.R.Schitoviridae.xlsx


Abstract
	Here, we propose the creation of the new genus “Waedenswilvirus” comprising one new species, based on genome-based comparisons. 
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Supporting evidence
Species demarcation criteria We have chosen 95% DNA sequence identity as the criterion for demarcation of species in this new genus. Each of the proposed species differs from the others with more than 5% at the DNA level as confirmed with the BLASTN algorithm [1-3].   

Source of the name of this taxon:  The name is derived from the geographic region phage of this type, Erwinia phage S6, was isolated from.

History:  Phage S6 is a member of the Podoviridae family and the superfamily of N4-like viruses that infects specifically the plant-pathogen and cause of fire blight Erwinia amylovora. This lytic phage has a capsid diameter of 66 nm and a genome size of 74,669 bp, including direct terminal repeats of 397 bp [4].

GenBank Summary:

	Phage name
	RefSeq No.
	INSDC 
	Size (Kb)
	GC% 
	Protein 
	tRNA

	vB_EamP_S6
	NC_019514
	HQ728266
	74.67
	52.1
	115
	8



BLASTN homologs:  None, genomic orphan/singleton

Electron micrograph: None available

Phylogeny: The phylogenetic tree was constructed with VICTOR [5], using whole genome sequences of N4-like phages at the nucleotide level.
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