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Abstract

	According to the 2019 Master Species List Rhodococcus virus RGL3 is listed as an unclassified member of the Siphoviridae. This proposal corrects that problem.
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Supporting evidence

Proposal: To transfer Rhodococcus virus RGL3 to the genus Rerduovirus and add two new species.

	Phage name
	RefSeq No.
	INSDC 
	Size (Kb)
	GC% 
	Protein 
	tRNAs
	Overall % DNA sequence identity (*)
	Overall % homologous proteins (**)

	RER2 (type)
	NC_016653.1
	JN116827.1
	46.59
	58.6
	66
	3
	100
	100

	RGL3
	NC_016650.1
	JN116826.1
	48.07
	62.7
	66
	3
	65.5
	84.8

	Takoda
	
	MH271315.1
	46.81
	58.7
	67
	3
	90.7
	92.4

	Hiro
	
	MF324898.1
	46.85
	58.7
	65
	3
	91.8
	97.0


(*) determined using VIRIDIC [4]
(**) determined using CoreGenes 3.5 [6]

The following should be considered strains of RER2: MH271297.1, MF324904.1, MH271299.1, MH271293.1, MF324905.1, MF324900.1, MF324901.1, KT990218.1, KT959213.1, KT375356.1, KT372002.1, MH271309.1, MH271314.1, MH316569.1, MH271306.1, KX550082.1, MK524495.1, MH271319.1, MK524487.1, MH271311.1, KX611788.1, MF373842.1, KY549154.1, MF189179.1, MH271294.1, MH271291.1, KX712236.1, MF537628.1
The following should be considered strains of Takoda: KY549153.1, KX712237.1, MN945902.1
The following should be considered strains of Hiro: MF324903.1, MF324902.1

VIRIDIC heat map:  the black boxes delineate strains [4]
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[bookmark: _Hlk38554014]Specific Reference:  see 2016.041a-fB

Electron micrograph: See 2016.041a-fB

Phylogeny: The phylogenetic tree was constructed using the terminase large subunit protein homologs of RER2 and related phages at NCBI using their neighbour joining protocol.
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Strain table
	Phage
	Accession
	Belongs to species

	Rhodococcus phage Erik
	MH271297.1
	Rhodococcus virus RER2

	Rhodococcus phage RexFury
	MF324904.1
	Rhodococcus virus RER2

	Rhodococcus phage Gollum
	MH271299.1
	Rhodococcus virus RER2

	Rhodococcus phage Bradshaw
	MH271293.1
	Rhodococcus virus RER2

	Rhodococcus phage Alatin
	MF324905.1
	Rhodococcus virus RER2

	Rhodococcus phage StCroix
	MF324900.1
	Rhodococcus virus RER2

	Rhodococcus phage Naiad
	MF324901.1
	Rhodococcus virus RER2

	Rhodococcus phage Lillie
	KT990218.1
	Rhodococcus virus RER2

	Rhodococcus phage TWAMP
	KT959213.1
	Rhodococcus virus RER2

	Rhodococcus phage Rhodalysa
	KT375356.1
	Rhodococcus virus RER2

	Rhodococcus phage CosmicSans
	KT372002.1
	Rhodococcus virus RER2

	Rhodococcus phage Phrankenstein
	MH271309.1
	Rhodococcus virus RER2

	Rhodococcus phage Swann
	MH271314.1
	Rhodococcus virus RER2

	Rhodococcus phage Shuman
	MH316569.1
	Rhodococcus virus RER2

	Rhodococcus phage Nancinator
	MH271306.1
	Rhodococcus virus RER2

	Rhodococcus phage Natosaleda
	KX550082.1
	Rhodococcus virus RER2

	Rhodococcus phage Belenaria
	MK524495.1
	Rhodococcus virus RER2

	Rhodococcus phage UhSalsa
	MH271319.1
	Rhodococcus virus RER2

	Rhodococcus phage Espica
	MK524487.1
	Rhodococcus virus RER2

	Rhodococcus phage Rasputin
	MH271311.1
	Rhodococcus virus RER2

	Rhodococcus phage Harlequin
	KX611788.1
	Rhodococcus virus RER2

	Rhodococcus phage Jester
	MF373842.1
	Rhodococcus virus RER2

	Rhodococcus phage BobbyDazzler
	KY549154.1
	Rhodococcus virus RER2

	Rhodococcus phage Yoncess
	MF189179.1
	Rhodococcus virus RER2

	Rhodococcus phage Bryce
	MH271294.1
	Rhodococcus virus RER2

	Rhodococcus phage Alpacados
	MH271291.1
	Rhodococcus virus RER2

	Rhodococcus phage Yogi
	KX712236.1
	Rhodococcus virus RER2

	Rhodococcus phage Bonanza
	MF537628.1
	Rhodococcus virus RER2

	Rhodococcus phage AngryOrchard
	KY549153.1
	Rhodococcus virus Takoda

	Rhodococcus phage Partridge
	KX712237.1
	Rhodococcus virus Takoda

	Rhodococcus phage Dinger
	MN945902.1
	Rhodococcus virus Takoda

	Rhodococcus phage AppleCloud
	MF324903.1
	Rhodococcus virus Hiro

	Rhodococcus phage Krishelle
	MF324902.1
	Rhodococcus virus Hiro
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