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Part 3: TAXONOMIC PROPOSAL
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Abstract

	Twenty-nine new species were added to the family Demerecviridae.




Text of proposal
	
	
Species demarcation criteria: We have chosen 95% DNA sequence identity as the criterion for demarcation of species in this new genus. Each of the proposed species differs from the others with more than 5% at the DNA level as confirmed with the BLASTN algorithm







Supporting evidence

Source of the name of this taxon:  NA

History:  NA

Specific Reference:  NA


Electron micrograph: NA

[bookmark: _Hlk41552772][bookmark: _Hlk41385805]VIRIDIC heatmap 1:  VIRIDIC (Virus Intergenomic Distance Calculator; 10) computes pairwise intergenomic distances/similarities amongst phage genomes. The gold coloured genomes correspond to existing species in the genus Epseptimavirus.

	Salmonella phage OSY-STA
	MN187969.1

	Salmonella phage 3-29
	MK393882.1

	Salmonella phage 1-29
	MN218191.1

	Salmonella phage 1-19
	MN379739.1

	Salmonella phage oselot
	MT074465.1

	Salmonella phage fuchur
	MT074458.1

	Salmonella phage faergetype
	MT074450.1

	Salmonella phage vB_SenS_SB13
	MK947459.1

	Salmonella phage bombadil
	MT074449.1

	Salmonella phage 100268_sal2
	KU927497.2

	Salmonella phage Sepoy
	MK728825.1

	Salmonella phage rokbiter
	MT074457.1

	Salmonella phage SE24
	MK972707.1

	Salmonella phage bastian
	MT074459.1

	Salmonella phage atrejo
	MT074466.1

	Salmonella phage 2-3
	MN197465.1
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N.B. The phage names in gold boxes correspond to currently recognized species in this genus

VIRIDIC heatmap 2:  VIRIDIC (Virus Intergenomic Distance Calculator; 10) computes pairwise intergenomic distances/similarities amongst phage genomes. The gold coloured genomes correspond to existing species in the genus Tequintavirus.

	[bookmark: _Hlk41553329]Phage NBSal003
	MN994502.1

	Salmonella phage oldekolle
	MT074448.1

	Salmonella phage Th1
	MN026741.1

	Escherichia phage vB_EcoS_HdH2
	MK373796.1

	Phage NBEco001
	MN970211.1

	Escherichia virus VEc33
	MN316588.1

	Salmonella virus VSe12
	MN022787.1

	[bookmark: _Hlk41553352]Phage NBEco002
	MN994496.1

	Salmonella phage L6jm
	MN956514.1

	Escherichia phage SP15
	AP019559.1

	Escherichia phage fp01
	MH745368.2

	[bookmark: _Hlk41553364]Phage NBSal005
	MN994504.1

	Salmonella phage SE11
	MK972715.1



N.B. The hosts for Phage NBSal003, Phage NBEco001, Phage NBEco002 and Phage NBSal005 are not given in the GenBank files.
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N.B. The phage names in red boxes correspond to currently recognized species in this genus

Phylogeny: NA


References

1: Sayers EW, Agarwala R, Bolton EE, Brister JR, Canese K, Clark K, et al. Database resources of the National Center for Biotechnology Information. Nucleic Acids Res. 2019;47(D1):D23-D28. doi: 10.1093/nar/gkz899. PMID: 31602479.

2: Tolstoy I, Kropinski AM, Brister JR. Bacteriophage Taxonomy: An Evolving Discipline. Methods Mol Biol. 2018;1693:57-71. doi: 10.1007/978-1-4939-7395-8_6. PMID:     29119432.

3: O'Leary NA, Wright MW, Brister JR, Ciufo S, Haddad D, McVeigh R, et al. Reference sequence (RefSeq) database at NCBI: current status, taxonomic expansion, and functional annotation. Nucleic Acids Res. 2016;44(D1):D733-45. doi: 10.1093/nar/gkv1189. PMID:   26553804.

4: Agren J, Sundström A, Håfström T, Segerman B. Gegenees: fragmented alignment of multiple genomes for determining phylogenomic distances and genetic signatures unique for specified target groups. PLoS One. 2012;7(6):  doi: 10.1371/journal.pone.0039107. PMID: 22723939.

5: Chan PP, Lowe TM. tRNAscan-SE: Searching for tRNA Genes in Genomic Sequences. Methods Mol Biol. 2019;1962:1-14. doi: 10.1007/978-1-4939-9173-0_1. PMID:     31020551.

6: Turner D, Reynolds D, Seto D, Mahadevan P. CoreGenes3.5: a webserver for the determination of core genes from sets of viral and small bacterial genomes. BMC Res Notes. 2013;6:140. doi: 10.1186/1756-0500-6-140.  PMID:   23566564.

7: Darling AE, Mau B, Perna NT. progressiveMauve: multiple genome alignment with gene gain, loss and rearrangement. PLoS One. 2010;5(6):e11147.  doi: 10.1371/journal.pone.0011147.  PMID: 20593022.

8: Dereeper A, Guignon V, Blanc G, Audic S, Buffet S, Chevenet F, Dufayard JF, Guindon S, Lefort V, Lescot M, Claverie JM, Gascuel O. Phylogeny.fr: robust phylogenetic analysis for the non-specialist. Nucleic Acids Res. 2008;36(Web Server issue):W465-9. doi: 10.1093/nar/gkn180. Epub 2008 Apr 19.   PMID:  18424797.

9: Anisimova M, Gascuel O. Approximate likelihood-ratio test for branches: A fast, accurate, and powerful alternative. Syst Biol. 2006;55(4):539-52.  PMID: 16785212.  DOI:     10.1080/10635150600755453.
10: Moraru C.  VIRIDIC (Virus Intergenomic Distance Calculator) computes pairwise intergenomic distances/similarities amongst phage genomes. http://kronos.icbm.uni-oldenburg.de/viridic/ 

image2.tif
‘Salmonella phage SHO 001363.1 (P)
‘Salmonella phage $116 0369.1
salmonell 193882.1
‘salmonell N218191.1
salmonell \379739.1
‘Salmonella phage $114.

‘Salmonella phage 5133

salmonella phage STG2
‘salmonella phage Stitch
Imonell
Imonell
Imonella phage rokbiter
Imonell





image3.tif




image1.png




