CLUSTAL 2.1 multiple sequence alignment

SyFV-3 Ula MEIPLD----DFIQ--YSDQSFFDPLYNPLLN----QNHSSYS-HSSKAVTHIILIIFLL

WHFV2 Ula MNSLYDQEAEDLFNSLVSNGTHSVPLDTSFVSNISVSGGSSTELPSSHNHLFNIFLVFLI
* * * . * . . * * .. * % * k. K oo o hkKk o

SyFV-3 Ula IV-FHLIQISNTLIQSSCTTIMD-TLS-LLTNQTLR-ILHNLI

WHFV2 Ula IVTFLAIWTTIQILAKSKKVRVDGSRSSEQGGVRSRNQDVNHV
* Kk k. * . .. * .k . * * * .

# SyFV-3 Ula Length: 87

# SyFV-3 Ula Number of predicted TMHs: 1

# SyFV-3 Ula Exp number of AAs in TMHs: 22.10657

# SyFV-3 Ula Exp number, first 60 AAs: 21.4583

# SyFV-3 Ula Total prob of N-in: 0.03607

# SyFV-3 Ula POSSIBLE N-term signal sequence

SyFvV-3 Ula TMHMM2 . 0 outside 1 38

SyFvV-3 Ula TMHMM?Z2 . O TMhelix 39 61

SyFvV-3 Ula TMHMM?2 . 0 inside 62 87

TMHMM posterior probakilities for SyFY-3_1U1a
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# WHFV2 Ula Length: 104

# WHEV2 Ula Number of predicted TMHs: 1

# WHFV2 Ula Exp number of AAs in TMHs: 22.53844

# WHFV2 Ula Exp number, first 60 AAs: 8.96397

# WHFV2 Ula Total prob of N-in: 0.16222
WHEVZ2 Ula TMHMM2 . 0 outside 1 53
WHEVZ Ula TMHMM2 . 0 TMhelix 54 76

WHEVZ Ula TMHMM2 . 0 inside 77 104




TMHMM posterior probabilities for WHFW2 _111a
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CLUSTAL 2.1 multiple sequence alignment
WHFVZiUlb M-DYHSNLSQVEKGESG-----— WVEKLGTGWSKVPKPGCQSCMKWVIIINLLIDIILLLT
SyFV-3 Ulb MHNYHGHSEPLNKPNAQNTAQSYLKILHIIWIII--—--- KEFCFQLIIVEFCVVGSEVIDCL
K ek Kk . e ek .. e e Kk * . o K. e e K e o. .. PR

WHEV2_ Ulb AYHVIGPGSASWNKDASSFVPAICGINSTIHMTPK
SyFV-3_Ulb VFKVVAP--EDWR----DLIKNKS-LFTWONMTV—-
HER I R B : Haded
# WHFV2 Ulb Length: 89
# WHEV2 Ulb Number of predicted TMHs: 1
# WHEV2 Ulb Exp number of AAs in TMHs: 21.72033
# WHEV2 Ulb Exp number, first 60 AAs: 20.90298
# WHEV2 Ulb Total prob of N-in: 0.82740
# WHFV2 Ulb POSSIBLE N-term signal sequence
WHEVZ2 Ulb TMHMM?Z2 . 0 inside 1 39
WHEV2 Ulb TMHMMZ2 . 0 TMhelix 40 59

WHEVZ2 Ulb TMHMM2 . 0 outside 60 89



TMHMM posterior probabilities for WHFW2_ 111k
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# SyFV-3 Ulb Length: 82
# SyFV-3 Ulb Number of predicted TMHs: 1
# SyFV-3 Ulb Exp number of AAs in TMHs: 23.2496
# SyFV-3 Ulb Exp number, first 60 AAs: 23.22388
# SyFV-3 Ulb Total prob of N-in: 0.15539
# SyFV-3 Ulb POSSIBLE N-term signal sequence
SyFV—3_U1b TMHMM?Z2 . O outside 1 28
SyFV—S_Ulb TMHMM?Z2 . 0 TMhelix 29 51
SyFV—3_U1b TMHMM?Z2 . 0 inside 52 82
TMHMM posterior probakilities for SyFY-3_1U010
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