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Abstract
	We propose the reorganization of the mononegaviral family Mymonaviridae by creation of seven new mymonavirid genera, the creation of one new hubramonavirus species, the transfer of three sclerotimonavirus species into two of the new genera, and the creation of eight new sclerotimonavirus species.


Text of proposal
		The monjiviricete family Mymonaviridae currently includes two genera, Hubramonavirus and Sclerotimonavirus, which include three and six species, respectively. We searched the NCBI database and found that, based upon available genome sequences, more viruses can be classified into the family (Table 1).  These viruses appear distinct from recognized members of the two recognized genera. All names and GenBank accession number are listed in Table 1. The phylogenetic analysis and alignment of selected viruses are shown in Figures 1 and 2.

1. Recognized genus Hubramonavius
Currently, two species, Hubei hubramonavirus and Lentinula hubramonavirus are recognized. In this proposal, one new species, Hubramonavirus terrae, is proposed to be an additional member in this genus. The current species Hubei hubramonavirus is renamed as Hubramonavirus hubeiense , while species Lentinula hubramonavirus has been moved to a new genus and renamed (see paragraph #5 - proposed genus Lentimonavirus). 

2. Recognized genus Sclerotimonavirus 
Currently, seven species are recognized. One species (Hubei sclerotimonavirus) should have been abolished in 2019 but was overlooked. It is now abolished in a separate TaxoProp (2020.006M.N.v1.Corrections). Three recognized species, Sclerotinia sclerotimonavirus, Glycine sclerotimonavirus and Illinois sclerotimonavirus are retained in this genus, but renamed as Sclerotimonavirus sclerotiniae, Sclerotimonavirus fusarii, and Sclerotimonavirus illinoisense, respectively.
Other three previously recognized species, Drop sclerotimonavirus, Dadou sclerotimonavirus, and Phyllosphere sclerotimonavirus are proposed to be moved into two new genera and renamed appropriately (see paragraphs on proposed genera Botrymonavirus and Phyllomonavirus).  
In order to classify several newly characterized viruses, creation of eight new species, namely Sclerotimonavirus alternariae, Sclerotimonavirus terrae, Sclerotimonavirus penicillii, Sclerotimonavirus alphaplasmoparae, Sclerotimonavirus betaplasmoparae, Sclerotimonavirus botrytidis, Sclerotimonavirus alphaclarireediae, and Sclerotimonavirus betaclarireediae in the genus Sclerotimonavirus is proposed.

3. Proposed genus Auricularimonavirus
This proposed genus includes a single new species, Auricularimonavirus auriculariae.

4. Proposed genus Botrytimonavirus
This proposed genus includes three species: Botrytimonavirus botrytidis (the type species) and Botrytimonavirus sclerotiniae and Botrytimonavirus glycinis (moved from genus Sclerotimonavirus and renamed).

5. The Proposed genus Lentimonavirus
This proposed genus includes a single species, Lentimonavirus lentinulae (moved from genus Hubramonavirus and renamed).

6. Proposed genus Penicillimonavirus
This proposed genus includes ten newly created species, namely Penicillimonavirus alphapenicillii, Penicillimonavirus betapenicillii, Penicillimonavirus alphaplasmoparae, Penicillimonavirus betaplasmoparae, Penicillimonavirus gammaplasmoparae, Penicillimonavirus deltaplasmoparae, Penicillimonavirus epsilonplasmoparae, Penicillimonavirus zetaplasmoparae, Penicillimonavirus etaplasmoparae, and Penicillimonavirus kilnbarnense with Penicillimonavirus alphapenicillii as type species.

7. Proposed genus Phyllomonavirus
This proposed genus includes two species, Phyllomonavirus phyllospherae (moved from genus Sclerotimonavirus and renamed) and Phyllomonavirus gysingense, with Phyllomonavirus phyllospherae as type species.

8. Proposed genus Plasmopamonavirus
This proposed genus includes a single new species, Plasmopamonavirus plasmoparae.

9. Proposed genus Rhizomonavirus
This proposed genus includes a single new species, Rhizomonavirus mali.

Species and genus demarcation criteria
80% L protein amino acid sequence identity is proposed as a species level demarcation threshold, viruses sharing 80% or more identical amino acid sequences in the L protein belong to the same species. 

32% L protein amino acid sequence identity is proposed as a genus level demarcation threshold. This demarcation can support most genera. 
The demarcation criteria for species (80%) and genus demarcation (32%) in the family Mymonaviridae also are supported by the result of phylogenetic analysis.












Supporting evidence
Table 1 Composition of the reorganized family Mymonaviridae 

	Genus name
	New species name
	Former species name
	Virus name
	Accession number(P/N)
	Host
	Reference

	[bookmark: _Hlk46735102][bookmark: _Hlk47087653][bookmark: _Hlk47087907]Sclerotimonavirus
	Sclerotimonavirus sclerotiniae
	Sclerotinia sclerotimonavirus
	Sclerotinia sclerotiorum negative-stranded RNA virus 1 
	 YP_009094317.1/ KJ186782
	Fungi, Sclerotinia sclerotiorum
	[5]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 1-A
	AWY11008.1/
 MF444277
	Fungi, Sclerotinia sclerotiorum
	[9]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 3
	YP_009129259.1/ KC601997
	Fungi, Sclerotinia sclerotiorum
	[7]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 3-A
	AWY11025.1/ 
MF444280
	Fungi, Sclerotinia sclerotiorum
	[9]

	
	Sclerotimonavirus fusarii
	Glycine sclerotimonavirus
	Soybean leaf-associated negative-stranded RNA virus 1
	ALM62220.1/ 
KT598225
	Plants or associated fungi, soybean or soybean leaf microbe
	[6]

	
	
	
	Fusarium graminearum negative-stranded RNA virus 1 
	ATP75709.1/ 
MF276904.1
	Fusarium graminearum
	[15]

	
	Sclerotimonavirus illinoisense
	Illinois sclerotimonavirus
	Soybean leaf-associated negative-stranded RNA virus 2 
	ALM62227.1/
 KT598227
	Plants or associated fungi, soybean or soybean leaf microbe
	[6]

	
	Sclerotimonavirus alternariae
	
	Alternaria tenuissima negative-stranded RNA virus 1
	QDB75013.1/ 
MK584852.1
	Fungi, Alternaria tenuissima
	[10]

	
	Sclerotimonavirus terrae
	
	H4BulkLitter234 virus
	QDH90729.1/ MN035745.1
	Grassland soil associated
	[11]

	
	Sclerotimonavirus penicillii
	
	Penicillium cairnsense negative-stranded RNA virus 1 
	QDB75012.1/
MK584851.1
	Fungi, Penicillium cairnsense
	[10]

	
	Sclerotimonavirus alphaplasmoparae
	
	Plasmopara viticola lesion associated mymonavirus 1
	QHD64779.1/
MN557002.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Sclerotimonavirus betaplasmoparae
	
	Plasmopara viticola lesion associated mononega virus 2
	QHD64785.1/
MN557006.1
	Plasmopara viticola (oomycetes) associated 
	[1]

	
	Sclerotimonavirus botrytidis
	
	Botrytis cinerea mymonavirus 1
	AXS76906.1/
 MH648611.1
	Fungi, Botrytis cinerea
	[2]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 7 
	AWY11040.1/
MF444285.1
	Fungi, Sclerotinia sclerotiorum
	[9]

	
	Sclerotimonavirus alphaclarireediae
	
	Sclerotinia homoeocarpa TSA contig 1
	 JU091017.1
	Fungi, Clarireedia homoeocarpa
	[3]

	
	
	
	Sclerotinia homoeocarpa TSA contig 2
	JW826636.1
	Fungi, Clarireedia homoeocarpa
	[3]

	
	Sclerotimonavirus betaclarireediae
	
	Sclerotinia homoeocarpa TSA contig 3
	JW828891.1
	Fungi, Clarireedia homoeocarpa
	[3]

	Hubramonavirus
	Hubramonavirus hubeiense
	Hubei hubramonavirus
	Húběi rhabdo-like virus 4 
	YP_009336595.1/ KX884403
	Animal, arthropod or associated
	[13]

	
	Hubramonavirus terrae
	
	H2BulkLitter1223 virus
	QDH88671.1/
MN034260.1
	Grassland soil associated
	[14]

	Auricularimonavirus
	Auricularimonavirus auriculariae
	
	Auricularia heimuer negative-stranded RNA virus 1 
	QJP04103.1/
MT259204.1
	Fungi, Auricularia heimuer
	Li et al., unpulished

	Botrytimonavirus
	Botrytimonavirus botrytidis
	
	Botrytis cinerea negative-stranded RNA virus 7
	QKW91270.1/
MT157413.1
	Fungi, Botrytis cinerea
	Ruiz-Padilla et al., unpublished

	
	Botrytimonavirus sclerotiniae
	Drop sclerotimonavirus
	Sclerotinia sclerotiorum negative-stranded RNA virus 2
	ALD89145.1/
KP900931.1
	Fungi, Sclerotinia sclerotiorum
	[7]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 2-A 
	AWY11020.1/
MF444279.1
	Fungi, Sclerotinia sclerotiorum
	[9]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 4 
	YP_009666274.1/
KP900930
	Fungi, Sclerotinia sclerotiorum
	[7]

	
	
	
	Sclerotinia sclerotiorum negative-stranded RNA virus 4-A
	AWY11036.1
	Fungi, Sclerotinia sclerotiorum
	[9]

	
	Botrytimonavirus glycinis
	Dadou sclerotimonavirus
	Soybean leaf-associated negative-stranded RNA virus 3
	ALM62228.1/
KT598228.1
	Plant or associated fungi, soybean or Soybean leaf microbe
	[6]

	Lentimonavirus
	Lentimonavirus lentinulae
	Lentinula hubramonavirus
	Lentinula edodes negative-strand RNA virus 1
	BBI93117.1/LC466007.1
	Fungi, Lentinula edodes
	[4]

	Penicillimonavirus
	Penicillimonavirus alphapenicillii
	
	Penicillium adametzioides negative-stranded RNA virus 1
	QDB75019.1/
MK584858.1
	Fungi, Penicillium adametzioides
	[10]

	
	Penicillimonavirus betapenicillii
	
	Penicillium glabrum negative-stranded RNA virus 1 
	QDB75014.1/
MK584853.1
	Fungi, Penicillium glabrum
	[10]

	
	Penicillimonavirus alphaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 1
	QHD64768.1/ MN556995.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus betaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 2
	QHD64771.1/
MN556997.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	
	
	Plasmopara viticola lesion associated mononegaambi virus 4
	QHD64774.1/
MN556999.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus gammaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 3
	QHD64773.1/
MN556998.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus deltaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 5
	QHD64776.1/
MN557000.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus epsilonplasmoparae
	
	Plasmopara viticola associated lesion mononegaambi virus 6
	QHD64777.1/
MN557001.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus zetaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 7
	QHD64782.1/
MN557003.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus etaplasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 9
	QHD64784.1/
MN557005.1
	Plasmopara viticola (oomycetes) associated
	[1]

	
	Penicillimonavirus kilnbarnense

	
	Kiln Barn virus
	AWA82236.1/
MF893248.1
	Drosophila suzukii (insect) or associated
	[8]

	Plasmopamonavirus
	Plasmopamonavirus plasmoparae
	
	Plasmopara viticola lesion associated mononegaambi virus 8
	QHD64783.1/
MN557004.1
	Plasmopara viticola (oomycetes) associated
	[1]

	Phyllomonavirus
	Phyllomonavirus phyllospherae
	Phyllosphere sclerotimonavirus
	soybean leaf-associated negative-stranded RNA virus 4
	ALM62229.1/
KT598229.1
	Plants or associated fungi, soybean or soybean leaf microbe
	[6]

	
	Phyllomonavirus gysingense
	
	Gysinge virus
	QGA70913.1/
MK440629.1
	Insects or associated fungi
	[12]

	Rhizomonavirus
	Rhizomonavirus mali
	
	apple virus B
	QIC52850.1/
MN386971.1
	Apple tree associated
	[16]
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Figure 1 Phylogenetic tree of the expanded and reorganized family Mymonaviridae. A maximum likelihood phylogenetic tree was constructed based on the multiple amino acid sequence alignment of the RNA-directed RNA polymerase (RdRp) using IQ-TREE (version 1.6.11) [11] with the best-fit model “LG+F+I+G4”. The tree was midpoint-rooted for clarity of presentation and 1,000 bootstrap replicates were performed. Nguyen L-T, Schmidt HA, von Haeseler A, Minh BQ. IQ-TREE: a fast and effective stochastic algorithm for estimating maximum-likelihood phylogenies. Mol Biol Evol. 2015; 32:268-274. Viruses classified in families Lispiviridae, Rhabdoviridae, Nyamiviridae and Bornaviridae were used as outgroups. 
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Figure 2 Matrix diagram of amino acid identities of L proteins among members of the expanded and reorganized family Mymonaviridae. The percent identity matrix was created via multiple sequence alignment using Clustal Omega. Percent identity matrices were converted to heat map plots using a custom R script. The name of proposed new genera is highlighted in red color.
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Alternaria tenuissima negative-stranded RNA virus 1 | Q

Soybean leaf-associated negative-stranded RNA virus 1
Fusarium graminearum negative-stranded RNA virus 1 |

YP_009129259.1
A|AWY11025.1
YP_009094317.1
A | AWY11008.1
ALM62227.1
DB75013.1
ALM62220.1
ATP75709.1

Plasmopara viticola lesion associated mymonavirus 2 |QHD64785.1

Sclerotinia sclerotiorum negative-stranded RNA virus 7
Botrytis cinerea mymonavirus 1 | AXS76906.1

AWY11040.1

Penicillium cairnsense negative-stranded RNA virus 1 | QDB75012.1

Plasmopara viticola lesion associated mymonavirus 1 |QHD64779.1

HA4BulkLitter234 virus | DQH90729.1
TSA: Sclerotinia homoeocarpa 3 | JW828891.1
TSA: Sclerotinia homoeocarpa 2 | JW826636.1

- TSA: Sclerotinia homoeocarpa 1 | JU091017.1

Apple virus B | QIC52850.1 | Rhizomonavirus

- Gysinge virus | QGA70913.1
- Soybean leaf-associated negative-stranded RNA virus 4

- Sclerotinia sclerotiorum negative-stranded RNA virus 2-
- Sclerotinia sclerotiorum negative-stranded RNA virus 2
- Sclerotinia sclerotiorum negative-stranded RNA virus 4
- Sclerotinia sclerotiorum negative-stranded RNA virus 4-

Soybean leaf-associated negative-stranded RNA virus 3
Botrytis cinerea negative-stranded RNA virus 7 | QKW9

ALM62229.1

A | AWY11020.1
ALD89145.1
YP_009666274.1
A|AWY11036.1
ALM62228.1
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Sclerotimonavirus

Phyllomonavirus

Botrytimonavirus

Plasmopara viticola lesion associated mononegaambi virus 61 QHD64777.1

Plasmopara viticola lesion associated mononegaambi virus 5 IQHD64776.1

Plasmopara viticola lesion associated mononegaambi virus 9 |QHD64784.1
Plasmopara viticola lesion associated mononegaambi virus 7 IQHD64782.1

Plasmopara viticola lesion associated mononegaambi virus 1 IQHD64768.1

Penicillimonavirus

Plasmopara viticola lesion associated mononegaambi virus 3 IQHD64773.1

Penicillium adametzioides negative-stranded RNA virus

1| QDB75019.1

Penicillium glabrum negative-stranded RNA virus 1| QDB75014.1

Kiln Barn virus | AWAS82236.1

Plasmopara viticola lesion associated mononegaambi virus 4 |QHD64774.1

Plasmopara viticola lesion associated mononegaambi virus 2 |QHD64771.1

Plasmopara viticola lesion associated mononegaambi virus 8 |QHD64783.1

Hubei rhabdo-like virus 4 | YP 009336595.1
H2BulkLitter1223 virus | QDH88671.1

Hubramonavirus

| Plasmopamonavirus

Lentinula edodes negative-strand RNA virus 1 | BBI93117.1 | Lentimonavirus
Auricularia heimuer negative-stranded RNA virus 1 | OJP04103.1 |Auricularim0nav'irus
Lishi Spider Virus 2 | YP_009303699.1 | Lispiviridae

Lampyris noctiluca rhabdo-like virus 1 | QBP37026.1 | Rhabdoviridae

Soybean cyst nematode socyvirus | YP_009052467.1
Midway nyavirus | YP_002905331.1
Parrot bornavirus 2 | ADU05398.1

Borna disease virus 1 | AAA20228.1

Bornaviridae

| Nyamiviridae




