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We propose that Salmonella phage BTP1 represents a new species designated Salmonella virus BTP1 within the P22virus genus, as previously described by Owen and colleagues [1]. This is consistent with the International Committee on Taxonomy of Viruses (ICTV) criterion that members of a proposed species differ from those of other species by more than 5% at the DNA level as confirmed with the BLASTN algorithm (Table 1). The annotated genome and sequencing reads for Salmonella phage BTP1 are deposited at the DDBJ/EMBL/GenBank database under the accession LT714109 and study accession PRJEB18919 [1]. The proposed species “Salmonella virus BTP1” has been assigned the taxon ID 1934252.


Table 1. BLASTN homology of Salmonella phage BTP1 compared to Salmonella phage P22.


	BLASTN

	
	BTP1
	P22

	BTP1
	100%
	50%

	P22
	50%
	100%
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