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Abstract
	The family Artoviridae includes two genera, Hexartovirus and Peropuvirus. Here we propose to create one new species in genus Peropuvirus for Solanum melongena rhabdo-like virus.



Text of proposal
	
	Solanum melongena rhabdo-like virus (SmRLV) was identified in eggplant (Solanum melongena L.) leaf tissue during a metagenomic study of plants growing along an ancient canal in Zhènjiāng (镇江市), China [1]. The complete genome sequence has 11,542 nucleotides (strain pt065-rha-4; GenBank #MN831436) and contains five ORFs in the order 3’-U1-U2-U3-U4-L-5’. A small putative ORF also occurs in the negative orientation (Table 1, Figure 1). The genome organization is thus similar to that of Pteromalus puparum negative-strand RNA virus 1 (PpNSRV1) in the genus Peropuvirus. In BlastP analysis, the L protein amino acid sequence of SmRLV is 47% and 46.5% identical to PpNSRV1 and Húběi rhabdovirus-like virus 6 (HbRLV-6), respectively. Based on a ML tree generated from complete L protein sequences, SmRLV forms a well-supported clade with PpNSRV1 and HbRLV-6 in the genus Peropuvirus (Figure 2).

There are currently six recognized species in the genus Peropuvirus. Viruses classified in these species infect parasitoid wasps, barnacles pillworms, woodlice, odonates or copepods. SmRLV is the first peropuvirus identified in a plant, i.e., eggplant. No species demarcation criteria have been established beyond virus phylogeny and hosts. Members of different Peropuvirus species differ by 52-75% in L protein amino acid sequence, although sequence divergence is not currently used as a formal species demarcation criterion.

Based on phylogeny and host, we propose to classify SmRLV in the new species Peropuvirus melongenae (melongena is Latin for eggplant).






October 2020


Supporting evidence

Table 1. 
[bookmark: OLE_LINK1]Features of the ORFs encoded by Solanum melongena rhabdo-like virus pt065-rha-4

	ORF
	Strand
	Frame
	Start (nt)
	Stop (nt)
	Length (nt | aa)

	ORF1
	+
	2
	29
	1372
	1344 | 447

	ORF2
	+
	2
	1412
	1873
	462 | 153

	ORF3
	+
	1
	1948
	3108
	1161 | 386

	ORF4
	+
	1
	3148
	4839
	1692 | 563

	ORF5
	+
	3
	4893
	11435
	6543 | 2180

	ORF6
	-
	2
	1821
	1396
	426 | 141
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Figure 1. Genome organization of Solanum melongena rhabdo-like virus pt065-rha-4 
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Figure 2. Phylogenetic analysis of viruses in the family Artoviridae. Maximum likelihood tree of L protein amino acid sequences utilizing LG+G+I+F model and 800 bootstraps. Model test and phylogeny based on complete deletion of gaps.
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