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Part 4: APPENDIX: supporting material
Souris virus (SOUV) was detected in an unspecified soft-furred mouse (Praomys sp.) sampled in Cameroon in 2013. The virus was originally named “praomys arenavirus”.

The ICTV Arenaviridae Study Group has recommended the use of the PAirwise Sequence Comparison (PASC) tool (https://www.ncbi.nlm.nih.gov/sutils/pasc/viridty.cgi?textpage=overview) for the assessment of novel arenaviruses (Radoshitzky et al.). Cut-off values chosen for classifying arenaviruses belonging to the same species using this tool are >80% and >76% nucleotide sequence identity in the S and L segments, respectively. We therefore performed PASC on SOUV. The closest PASC hit for the SOUV L segment is Lassa virus (Lassa mammarenavirus, GenBank #KM821930.1) with 54.94% pairwise identity (i.e. less than 76%), thereby justifying the creation of a novel species. 





The closest PASC hit for the SOUV S segment is Lassa virus (Lassa mammarenavirus, GenBank KM821976.1) with 62.24% pairwise identity (i.e. less than 80%), confirming the need for a new mammarenavirus species.


	Figures 1–2. Complete mammarenavirus nucleocapsid (NP) protein sequences were aligned using MAFFT with the E-INS-I alignment strategy. Phylogenetic analysis was performed using PhyML using the Approximate Likelihood-Ratio Test (aLRT) and Dayoff substitution model. Pairwise identities were obtained using Sequence Demarcation Tool Version 1.2:





	References:

	GenBank entries, followed by information provided by the virus discoverers.
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