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	Short title: Changing individual genus and species names in the family Orthomyxoviridae 
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Part 2: PROPOSED TAXONOMY
	Present the proposed new taxonomy on accompanying spreadsheet

	[bookmark: _GoBack]Name of accompanying spreadsheet: 2017.011M.N.v1.Orthomyxoviridae_ren


Please display the taxonomic changes you are proposing on the accompanying spreadsheet module 2017_TP_Template_Excel_module. Submit both this and the spreadsheet to the appropriate ICTV Subcommittee Chair.

1. Rename four ICVCN-noncompliant genus names
The current orthomyxoviral genus names Influenzavirus A, Influenzavirus B, and Influenzavirus C, and Influenzavirus D do not comply with the ICVCN as they are in violation of Rule 3.24 (“A genus name shall be a single word ending in ...virus”). To correct this violation, we propose replacing those four genus names with new, compliant names that only hint at the identity of the hosts from which their member viruses were originally isolated (Alphainfluenzavirus, Betainfluenzavirus, Gammainfluenzavirus, Deltainfluenzavirus, respectively). These are more easily related to the current nomenclature and therefore likely to avoid confusion.

2. Rename five species names
At the moment, five orthomyxovirus species names are identical in spelling to the names of their virus members and only differ by presence or absence of italics and/or capitalization (e.g., the species Quaranfil virus is the taxonomic home for Quaranfil virus [QRFV]). Consequently, species and virus names are easily confused and misused. To remove this ambiguity, we propose replacing the current ambiguous species names with non-Latinized binomial names distinct from virus names as proposed by van Regenmortel et al., and as already implemented for all negative-strand RNA virus families (Arenaviridae, Bornaviridae, Feraviridae, Filoviridae, Fimoviridae, Hantaviridae, Jonviridae, Mymonaviridae, Nairoviridae, Nyamiviridae, Paramyxoviridae, Peribunyaviridae, Phasmaviridae, Phenuiviridae, Pneumoviridae, Rhabdoviridae, Tospviridae, and Sunviridae) except one (Ophioviridae).
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