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Abstract
	We propose to standardize all the four species names in the family Sphaerolipoviridae to follow the current binomial virus species name format.


Text of proposal
	
	The family Sphaerolipoviridae contains a single genus Alphasphaerolipovirus and four species. The viruses belonging to the family are archaeal icosahedral tailless viruses with an internal lipid membrane. The virions are ~80 nm in diameter, and the capsid triangulation number is pseudo T = 28 dextro [1-4]. The genomes are linear dsDNA molecules of approximately 28-31 kb [5-8].
We propose a revision of all the four species names in the family Sphaerolipoviridae to follow the current binomial virus species name format. The proposed species names consist of the genus name and the specific epithet without a hyphen (if previously present), e.g., Alphasphaerolipovirus HCIV1.
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