
Proposal from the Tymoviridae Study Group 
 
FT2003.013P.01. To recognize Chayote mosaic virus (previously a tentative species) 

as a new species in the genus Tymovirus in the family 
Tymoviridae, with Chayote mosaic virus (ChaMV) as an isolate of 
that species. 

 
FT2003.014P.01. To recognize Petunia vein banding virus as a new species in the 

genus Tymovirus in the family Tymoviridae, with Petunia vein 
banding virus (PetVBV) as an isolate of that species. 

 
The entire genomic sequence of Chayote mosaic virus (ChMV) is now known 
(accession AF195000) and there is considerable ultrastructure, transmission, 
susceptibility and serology information.  All characteristics clearly support classification 
as a tymovirus, and coat protein and RP sequences are distinct enough (<60% identity 
to most closely related tymovirus) to justify classification as a distinct species. 
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Petunia vein banding virus (PetVBV) can be firmly classified as a tymovirus on the basis 
of its virion structure, pathology ultrastructure, serology and partial nucleotide sequence 
(994 nt covering the 3'-end fo the RP gene and the entire coat protein gene; accession 
AF210709).  The serology and nucleotide sequence support classification as a distinct 
species (coat protein has only 65% identity to CP from the most related tymoviruses). 
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