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PROFESSIONAL PREPARATION 
Completion of Clinical Virology training, College of Pathologists, UK 1991-1995  
University of Edinburgh  Genetics  Post-doc 1987 – 1990 
University of Edinburgh  Med. Micro.  PhD 1984 – 1987 
University of Southampton Med. School BM 1977 - 1982 
 
APPOINTMENTS 
University of Oxford 
Professor of Virology (tenure), Nuffield Department of Medicine 2016-present 
Honorary Consultant in Virology, Oxford University Hospitals Trust  2016-Present 
 
University of Edinburgh 
Professor of Virology, Dept. Medical Microbiology 2001-2016 
Honorary Consultant in Virology, Lothian Universities Hospitals Trust  2004-2016 
Darwin Research Fellow, Dept. Medical Microbiology 1995-2001 
Clinical Lecturer, Dept. Medical Microbiology 1990-1995. 
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SYNERGISTIC ACTIVITIES 

• Member of the Advisory Committee on the Safety of Blood, Tissues and Organs 
(SaBTO) 

• Elected member of International Committee for the Taxonomy of Viruses (ICTV) 
Executive Committee (2011, re-elected 2014, 2017, 2020) 

• Animal +strand RNA virus Sub-Committee Chair, 2020-2023 
• Member of ICTV Flavivirus and Picornavirus Study Groups since 2010. 
• Developed the universal genotype classification system for hepatitis C virus. 
• Contributed to the classification of enteroviruses, rhinoviruses, and hepeviruses, and is 

involved in re-examining flavivirus taxonomy. 
• Total peer-reviewed publications: 588 (co-)authored papers listed on PubMed 
• Citations record : h-index = 133; 66,595 citations  

 


