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Code† To remove the following species in the genus Parapoxvirus in the 
family Poxviridae: Squirrel parapoxvirus 

2006.022V.04

 
Code                                     To rename the species Squirrel parapoxvirus as Squirrel poxvirus 2006.022aV.04
 
Code† To assign the following species as unassigned species in the family 

Poxviridae: Squirrel poxvirus 
2006.023V.04

 
† Assigned by ICTV officers 
° leave blank if inappropriate or in the case of an unassigned genus 
 

Author(s) with email address(es) of the Taxonomic Proposal 
 
 
 
 

R. Mark L. Buller 
Bullerrm@slu.edu 

Old Taxonomic Order 
 Order  
 Family  Poxviridae 
 Subfamily    Chordopoxvirinae   
 Genus   Parapoxvirus 
 Species    Squirrel parapoxvirus 
 
New Taxonomic Order 
 Order  
 Family  Poxviridae 
 Unassigned Species    Squirrel poxvirus 
 
ICTV-EC comments and response of the SG 
 
 
 
 
 
 
 
 

The format but not the substance of the proposals above was adjusted following comment at 
the Kingston (June 2007) meeting of the EC. 



 Species demarcation criteria in the genera 
 
 
 
 
 
 

Based on recent analyses of poxvirus genomic sequence, poxvirus genera and species will have 40-77% 
and 78-99% percent identity at the DNA sequence level, respectively (Lefkowitz et al., 2006). 

 
 
Argumentation to justify the designation of unassigned species in the family 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Although squirrel parapoxvirus (SPPV) is classified as a parapoxvirus, it is 
antigenically distinct from representative isolates of the species, Orf virus (ORFV) 
(Sands et al., 1984).  Also only 2 of 27 mAbs raised against ORFV cross reacted with 
SPPV (Housawi et al., 1998), whereas 17/27 mAbs cross-reacted with both 
Pseudocowpox virus and Bovine papular stomatitis virus and 6/17 cross-reacted with 
Sealpoxvirus.  Southern blot hybridization analysis failed to detect three known 
parapoxvirus genes, two of which have been found so far only in the genus 
Parapoxvirus.  Comparative sequence analysis of the SPPV ortholog of vaccinia virus 
ORF F13L, which encodes a major outer envelop protein, and ORF E4L, which encodes 
the RNA polymerase 30 kDa subunit, placed the SPPV sequences on a separate branch 
of the tree distinct from known parapoxviruses (Thomas et al., 2003).  Taken together 
this data suggest that SPPV does not belong in the genus parapoxvirus. 

 
List of created Unassigned Isolates in the family 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

California harbor seal poxvirus  (SPV) 
Cotia virus [1060872]  (CPV) 
Dolphin poxvirus  (DOV) 
Embu virus  (ERV) 
Grey kangaroo poxvirus  (KXV) 
Marmosetpox virus  (MPV) 
Molluscum-like poxvirus  (MOV) 
Mule deer poxvirus  (DPV) 
Nile crocodile poxvirus  (CRV) 
Quokka poxvirus  (QPV) 
Red kangaroo poxvirus  (KPV) 
Salanga poxvirus  (SGV) 
Spectacled caiman poxvirus  (SPV) 
Squirrel poxvirus  (SPV) 
Yoka poxvirus  (YKV) 
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